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Note: (a) All questions are compulisory. gj‘% E f}
(b)Marks are indicated against each question in square brackets. g%‘i%”«}é ¢

(¢) The candidate is allowed to make Suitable numeric assumptions whefgwr e}lﬁred Jor
solving problems %e ‘9‘»;;%

Q1. Normalize the give database upto 3NF — [CO-4] (4 marks) ,@

Employee (empid, empname, phone, skill, salary, dep@&gif)mame , jobno, jobtitle)

Q2. Write syntax for Create, Alter, Drop and Ren; lﬁ’%aﬁk %commands [CO-2 & CO-3] (4
marks) &%‘{

a?}%%

Q3. Explain briefly insertion, updation and-‘ﬁfgy p anomalies in database. [CO-3 & CO-4] (3

marks) Efa
SN
Q4. Write SQL query for following cojisi bg ble — [CO-2 & CO-3} (4 marks)
EMP (empno, deptno, endimg, 8 ary, Designation, joiningdate, DOB, city)
i) Display names of egpjby es whose experience is more than 10 years
ii) Display age ofreraploy:
iiiy  Display average salary of all employee
iv) Dlspla%né%g éfe ployee who earned highest salary

ST b

Q5. Explain, genei‘f?hzahon and specialization with examples. [CO-3] (2 marks)

Qe. To.,tffislgn a nucleot1de sequence database, several types of constraints are needed. Explain
the {EOHSQ%“% that will be required for the database design. [CO-4 & CO-5] (4 marks)
g,
Q7. Bheﬂy explain - [CO-1, CO-2 & CO-4] (4 marks)
(A) Pattern matching
(B) Functional and transitive dependency
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