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Q1. What will be the exact output of the following JS code:
<script language="javascript">
function x(){

var s= "Good 100%";

var t = "Quality 10081 frtiv,;

var patternl = /\D/g;

var pattern2 = /\w/g;

var outputl= s,match (patternl) ;
var output? = t_ match (pattern?) ;
document.write (outputl) ;

document ., write (ocutput?) ; }</scri @%

Q.2. Draw a DOM model for a docurﬁ’egt%%h% #form inside. Assume that from is also having
atleast 5 important unique input elem@;;t%:‘%% = [CO:2-4; Marks: 4]
Q.3. A GUI was developed for as Bioft ogy firm where Data analysis was made. Customers
were asked to enter their data & details through the GUI. Plan and develop a GUI for the
same purpose where compu; ‘analysis has to be requested by the customers for the
genomic analysis of thi ) sign the GUI keeping in mind the parameters required for the
data submission and g

g [CO:3-4;Marks: 5)
4

Q4. Incorpéte??%% ifferent technologies you studies this semester so far, to genertae
caeb contents. Try to incorporate almost equal contribution of these three technologies
am&whileY plementing the code. [CO:1-4; Marks: 4]

iséhisséwhich features make JavaScript a contented language at the global level? Also
discusS¥gw parameters on which we can reject JavaScript as a robust programming language?
{CO: 3; Marks: 3]
Q.6. Differentiate between slice(), split() and splice() functions through example code(s) in JS.
Compare their input and output through the same example. [CO:3; Marks: 6]
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