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Q1. Discuss the significance of transcriptional regulatory networks th ¢l classical
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example’ both in unicellular and multicellular organisms.

Q.2. In a given biological network, it was observed that, node motifs were found,
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Out of these; § types were 25 each, 3 types were 30 ea 8 aining 5 were 12, 17,21, 10

and 8 respectively. Compute the subgraph co of each type and provide the
justification for the significance of these motif t&)e;%%n_g (4]
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va fous familiies available. Which family is most

Q.3. Classify the network motifs acgording,ib,y
Y family in detail with real examples towards thier
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G the importance of Hill function for GRNs. For a given network, if maximal

expression level is 3, Hill coefficient has the valye 3.2, activation coefficient is 4 per unit and

activator X is 2.5 which is half the amount of its active form, Calculate the Hili function for this
activator X_ [4]
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