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Note: (a) All questions are compulsory.

(b)Marks are indicated against each question in square brackets. g
(c) The candidate is allowed to make Suitable numeric assumptions wherever reguzr for i
solving problems :

QL. DNA binding proteins are regulatory in nature and regulate the gene é}gﬁféssion. Describe

the ChIP-Seq technology and mechanism to identify theﬁpuclﬂ_@ati séaugnce that acts as binding
sites? {3 marks] COI

Q2. What are the main features of DNA mlcroa gy that enables its application in

genome wide expression profiling? [3 marks] GO

N

Q3. Give the working flow of DNA Iiiigréaijfay technology or IHlumina sequencing

technology? How do you pgo_cegd”“tc; id ‘fif%’the upregulated or downregulated genes in cancer

treated cells comparing to the cer felapse cells |3 marks] COT & I

Q4. Describe the'-f?:géreeﬁing of ;'épurpose drug using high through put approach for drug

discovery that hav gone through in case study? [3 marks] COII

Qs. What do mean by high throughput material preparation in RNA Seq or applicable in
tra.nscrlptome ana1y31s [3 marks] COIl

%{

Q6. Notes on ‘the following (2.5 marks each) CO 1 & II
a. cDNA vs oligonucleotide based DNA microarray
b. Function based metagenomics

c. Application of pyrosequencing
d. ML and Al in Culturomics



