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(¢) The candidate is allowed to make Suitable numeric assumptions wherev{%g zr’gd for/
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solving problems Wm, %, //,/, &//

Q1. How does Pyrosequencing technology fit into the realm of next—generégloﬁag,ﬁuencmg, and
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in comparison to the mechanism and methodology underlym; Sanger'§%NA sequencing

1d’@/gene expression analysis
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technology? How does Pyrosequencing help analyze the gen /1
transcriptomics study? [5 marks] COI ” //,,/ k
/ fd_ thf ,,,% is linked to cancer. If the

(1{ the town susceptible for Cancer?
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population a town is 1 lac, then what is hkehhood ia}
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particular to different cancer %ﬁse&%,% @fyCOII
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Q4. Personalized med%e aﬁ@%s th 1dent1ﬁcat1on of responder and non-responder for target

therapies such as 1 g” ,/Cancer e%m with an example you studied? Give your remark on
4’@

importance of \91;/1 thé g%(etlc make-up of an individual’s before the treatment? [5 marks]
co ’/z, "
Qs. HQ w,do you p;/o}eed to identify the gene expression pattern in drug-resistant E. coli in
cc% arlsoﬁ//t@ drug sensitive £. coli using DNA Microarray Technology? In addition illustrate
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the eqti’a,pon te%/normahze the microarray data? [5 marks) CO I

Q6. Notes on the following (2.5 marks each) CO IT & III
a. Metagenomics

b. Quantitative-RT-PCR

c. Biomarker

d. RNAI



