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COURSE CODE (CREDITS): 18B1WBI731(3) MAX. MARKS: 35
COURSE NAME: Computational Systems Biology
COURSE INSTRUCTORS: Dr. Raj Kumar MAX. TIME % _Hours

Note: (@)All questions are compulsory.

(b)Marks are indicated against each question in square brackets. :
(c) The candidate is allowed to make Suitable numeric assumptions wherever requlred Jfor

solving problems

Q1. Elucidate the role of XML in Systems Biclogy applic. tlon and examine whether XML,
meets the criteria to be considered a programming languag : (CO-3)[2]

Q2. Outline the steps involved in crafting an XMLf‘,d‘ émtleﬁ? (CO-3)[2]

Q3. Elaborate on the role served by Document ’I‘ype Deﬁmtlons (DTDs) in XML documents?
(CO-3) 2]

Q4. Provide insights into the d1st1nc;t10ns between an XML clement and an XML attribute?
- (CO-3) [3]

Q5. Create a simple XML document represcntmg information about a book, including title,
author, and pubhcatlon yéar. - (CO-4) [5]

Q6. Provide a conc:se overv1ew w of how models are defined in SBML? (CO-5) (3]

Q7.Givea bnef account of various types of protein—protein interactions, and also enumerate
some metbods emponed for identifying PPIs? (CO-4) [3]

Q8 Descrlbe the network drawing algorithm employed by the STRING database? (CO-4) [3]

Q9. Pgov;de a short summary of tasks involved in curating BioCyc databases?  (CO-5) [3]

Q10. I;rovide concise summaries for the following: (CO-5)[3%3]

a) Escher
b) CellML
¢) HPRD
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