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Note: (a)All questions are compulsory.

(b)Marks are indicated against each question in square brackets.

solving problems

Q1. Define BLAST. Explain BLAST variants and the steps fvolved 1 BLAST algorithm, (3
marks) : :

Q2. Calculate BLOSUM substitution matrix for the giv i;s;‘eq nces — (5 marks)
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Q3. Explain the algorithm of 10031 and global alignment. Differentiate between them with the
help of an example. (4 matks) ¥

Q4. Explain the following - (4 marks)

a) Difference between PAM and BLOSUM
b) Sequence similarity and sequence identity
¢) Paralogs and Orthologs
d) Transition and Transversion
Q5. Ij:)"esc;i‘ib'e the types of biological databases with example. (3 marks)

Q6. Ho to calculate score of an alignment in nucleotide and protein sequences. (4 marks)
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