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Q.1. Formulate the motif finding problem, Differentiate between B, nd BFMS Again
tedin the algorithm.

(CO-4) [5]

h reads will be required for 7X
(CO-5) [3]

onienghd (CO-3,4) [5]
Q4. Write various application_ e &lign any 5 sequences (ATGCTAC, ATCTAC,
B SoP method and scoring systems as Match = +2,

Mismatch = 0, Gap = -3. ; ;:%% (CO-4) [5]

Q.5. Explain follow

(i) Median String

(iii) By{g %ﬁ\

. c e%ide sequence of length 15 is given (GATGCGTAGACGTGC). A motif of length 8
et in this sequence. How you can identify that which is the P-most probable motif?

Provevgghrough all the required calculations. (CO-4,5) [6]

%qgims %lth an example of each: (CO-3-5) [2*4=8]

) (ii) Similarity and Distance

(iv) Berger and Munson Algorithm

Q.7. Differentiate between progressive and iterative methods for MSA. Which methed is better?
Prove with the help of an example. (CO-4,5)[3]
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