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Note: (a)All questions are compulsory. /’ f,
(b)Marks are indicated against each question in square brackets. P

(¢) The candidate is allowed to make Suitable numeric assumptions wherevej% u/ ed for

solving problems il
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Q1. What is DNA Microarray? What are the salient features of))‘f*lAMmoarray and how it works?
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Q2. DNA sequencing technology has revolutlon;%g géneﬁc engineering and sequencing
technologies are coming up at a rapid pace arg, acfmcement Explain the mechanism of
pyrosequencing and why it is called the next-gg)léﬁaﬁfﬁ $equencing technology. CO II [3]
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Q3. Explain the meaning of the ahgnment /(a,f MA sequences. What is the purpose of alignment
in gene prediction or genome sequengngqjm;pc‘ts‘? CO 111 [3]

Q4. Describe Sanger’s sequenci g'faa/gi pfaln the mechanism of Sanger’s sequencing and which
organism was sequenced first aS*fWeII as Vthe length of DNA that was determined first. CO II [3]
4
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Q5. Calculate the gen denélpff/gf E. coli and compare that to the human genome, CO III [3]

.
Q6. pBR322 is a gflomﬁg vector; what is the size of the vector, and what is the mechanism of
selecting a re/oﬁlynanﬁvector‘? Also, draw the structure pBR322 vector. CO III [3]

Q7. Dra%he dlagraé of the pUC8 vector, highlighting the features of this vector. What is the role
of p- gaiactés,ldase in the pUCS vector? CO I [3]
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Ef;sc ibe the DNA modification enzymes such as nucleases, ligase, reverse transcriptase and
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polym;rase and its function in the recombinant DNA technology CO I [4]

Q2. Notes on, CO I & II [Each 2]

ESTs

Physical mapping

168 rRNA

Structure of Ribose and deoxyribose
SNP
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