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2. Distinguish between: {10)
(a) Sensitivity and PPV

(b) Viterbi decoding and posterior decoding

{c} Evaluation and decoding in HMM

(d) Deterministic and non-deterministic autonia
{e) Mealy machine and Moore machine &

3. You are given 100 sequences
design an HMM to moc!
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6. (R[/rlte any two hypothetical RNA sequences that can form the hairpin structures.
Construct a context-free grammar to describe these sequences. (4)

7. Describe the applications of kNN to the diagnosis of colorectal cancer using an
electronic nose. (3)

8. Explain why we use cross-validation in machine learning. (2)



