JAYPEE UNIVERSITY OF INFORMATION TECHNOLOGY, WAKNAGHAT
TEST-1 EXAMINATIONS-2024

M. Tech. I Semester (BT)
COURSE CODE (CREDITS): 13M11BT114 3)
COURSE NAME: HIGH THROUGHPUT TECHNOLOGIES

COURSE INSTRUCTOR: DR. JATA SHANKAR

MAX. MARKS: 15

MAX. TIME: 1 Hour

Note: All questions are compulsory. Marks are indicated against each q%snon in square

brackets.
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Q1. Compare the cost of sequencing the 10 human genomes t %//x /;I lurr@l

the traditional Sanger sequencing technology, con31der1 /e Value/c
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Q2. How does the Single Cell Sequencing techr;glsgy/ d}stlﬁg};lsh the’ exI; ssion of such cells,

(
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€.g., cancerous tissues contain heterogenous cells concen}}ng ml.(f“ﬁ?f(%/ ns, unique pathology or

unique drug response? [3 marks] C@ "y,
//

Q3. How does Illumina seq encmg tec
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/)Iogy fit into the category of next-generation

%
sequencing that includes amn l1ﬁcatxon// /d sequencing at a single platform of unknown

templates? How doeg/f’( 1mpacf// ﬁe ide
throughput studies? [3 ﬁf /§s
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nt{ﬁgatlon and gene expression analysis in high-
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4. What dg, you mean by met 0 f(:s explain metagenomics with a suitable pipeline
gf/y g/n p

sequencing tégﬁgplogies

% a}culate the error rate in the given table below for quality score ¢ [3

marks] COII
T)uality Score g Probability of error | Error rate
(Phred Score)
10 0.1 1
20 0.01 i
30 0.001 ?
40 0.0001 ?




