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Note: (a) All questions are compulsory. ", *f?

(b) The candidate is allowed to make Suitable numeric assumptions whe%%'%;éuired

Jor solving problems fﬁ( < 4
| Q.No Question ng-ll\’%ww | Marks |

Q1 A DNA base call in a sequencing experiment has a Phred q hgy score (Q) of | (03)

30.
a. What is the probability (P) that the base call is 1n‘%;?l'qa
b. If the Phred quality score increases to 40, wiiftg" Egﬁ.ew probability of

an incorrect base call? Q%‘i ,
¢. Calculate the Phred quality score if the p‘ﬁib Li{§'of error is 1x107*

Q2 Explain FASTQ format in detail, = (03)
Q3. | Consider the following table: ¢ ‘Q\. (03)
EmpID Eme@\%‘ﬁ%ary Dept

1 Jok ;“ 5000 | HR

2 o Many s, 6000 | Finance
3 o™ fiseele 5500 | HR

4 “zig \oia 7000 |IT

a) Find the nant of all employees who work in the HR department.
b) L1 hg:nfﬁ]o ees who have a salary less than or equal to 5500.
%‘Empﬂ) and Dept of employees whose salary is between
7000

Q4. F p‘la“m W llowing — (06)

.}‘ l\a) fo_fference between first and second generation of sequencing
%‘*a ), Difference between primary key and Foreign key

8, ‘\g \; ‘c) Integrity constraints
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