JAYPEE UNIVERSITY OF INFORMATION TECHNOLOGY, WAKNAGHAT
TEST -1 EXAMINATIONS-2025
B. Tech V-Semester (BT)

COURSE CODE (CREDITS): 18B1WBT532 (3) MAX. MARKS: 15
COURSE NAME: COMPARATIVE AND FUNCTIONAL GENOMICS
COURSE INSTRUCTOR: DR. JATA SHANKAR MAX. TIME: 1 Hour
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Q1

What is the genome size of E. coli, and how many genes er{ﬁfidmg COt 3
proteins are estimated to be present in E. coli? ang caleylgf’ /f%,%fae
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density of £, coli? How many chromosomes are pf@,,s// r/iw/%/coﬁ .
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Q2

What is the genome size of S. cerevisiae? Hosymany ge,nes encoding | COI 3
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proteins are estimated to be present in S. eﬁ/’msza/”l/ Calculate the
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gene density of S. cerevisiae. How m% K “@moéomes are present in

\\\\\\

%,
the S. cerevisiae? ”/% ”’% f///,/

Q3

What percentage of the E. cofi /l,prf‘te//ls estimated to be a coding Ccoll 3

region, and what perc@gtéé/; %@,,;ﬁ”e/f—]uman genome is estimated to be
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‘a coding region? Dra%@a,/f/ eiﬁf’fen between the coding region in the

genomes of t\h}), dfs;arﬁaky i/f’flated organisms.
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4,4 the [’ﬁbgé sequencing?
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orgarﬁﬁ;% coé’ﬁlste genetic material. What is the purpose of
ﬁ’opstructfﬁg/ﬁ genomlc DNA library and a cDNA library applied in

fa/rléfs are used to store, analyse, and sequence an COl1 3
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Ijﬁ?,;u 1be the principal/detailed mechanism of Sanger’s sequencing COoII 3
and draw well-labelled any deoxy nucleotide and dideoxy nucleotide,
highlighting the importance in the DNA sequencing? Also, give an

account of the history/year of Sanger’s sequencing?




