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1. Define motif search problem in your own words. What are various approag
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identification and analysis of biological motifs. gz% \
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2. Discuss the biological significance of motifs. Compare Goldié%::legl ith motif finding

exercise. & % & [3]
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3. Take any 5 nucleotide sequences of your choice Wit noitfof length 7 with exact 2 mutations
in each motif. Generate profile and consens%: for the :;uj e 4]
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[2*2 = 4]

at distance between a real motif and the consensus sequence is less
‘eal motifs. [3]
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7. What are randomized algorithms? Provide their applications in biological motif search
problems. Explain Greedy profile motif search algorithm with a suitable example. (4]
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