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COURSE NAME: Computational Biology for Engineers g%‘ 4%
COURSE INSTRUCTOR: Dr. Raj Kumar MAX. TI%{E% ’2 /
Note:(a)All questions are compulsory. g Q‘; Yo

(b) The candidate is allowed to make Suitable numeric assumption Wber%vé%"eqmred

for solving problems %x@ %
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(c) Calculator is allowed/not allowed -

Q.No Question CO Marks
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Q1 | Justify the statement that Computational Blo;gg? ian 1 5
interdisciplinary science by citing examplc;g of%egnﬁ’zbutlons
from different fields. b e - ?‘*
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Q2 | Explain the significance of the Cen lalja I%i’a of Molecular 1 5
Biology and describe how geneta&c, 1rif6nﬂat1on flows within el |
blologlcal systems. ] %,, h j’“»%
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Q4 Whlc}% 5; basga?provxdes structural data for protems and other 3 5
fﬁgxﬁzohgu’l’eg‘? Describe the structure and key fields of the PDB
¢ format. il :

4,, T
o,
b,

L;fe:ature databases are curated, searchable repositories of 2 10
", ‘fzgfadermc articles, books, studies, and primary sources essential
. for research in various fields. How will you optimise a search
strategy to identify peer-reviewed articles on a particular
research topic? ;

Q6 Describe the major nucleotide sequence databases available for 2 10
DNA and RNA sequences. How do these resources collaborate
to maintain and share biological sequence data?
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Q7

Write short notes on:
a) FASTA file format
b) Primary vs. secondary databases
c) Atlas of Protein Sequence and Structure
d) Uniprot
¢) Entrez

L
X
wh

Page 2 0f2




