JAYPEE UNIVERSITY OF INFORMATION TECHN OLOGY, WAKNAGHAT
TEST -2 EXAMINATIONS- 2026
B. Tech-VIII Semester [All except Bio]
COURSE CODE (CREDITS): 21B1WBT833 3) : MAX. MARKS: 25
COURSE NAME: Computational Biology for Engineers
COURSE INSTRUCTOR: Dr. Raj Kumar MAX. TIME: 1 Hou# 30.Min

Note: (a) All questions are compulsory.

Jor solving problems

(¢) Use of calculator is not allowed

Q.No Question Marks
Q1 Explain Chargaff’s rule. In a double-stranded DNA mo 3
(A) constitutes 30% of the total bases. Calculate the.pef
thymine (T), guanine (G), and cytosine (C).
Q2 Describe noise in dot plot method in. seq;i‘s fi ahgnment Which 2 3
strategies you can use to reduce noise: r clgar alignments.
Q3 2 3
Q4 3 $3
'Implem . dznamw programming for global alignment for the ST
following sequences:
Q5
Sequence-1: CTATAGT
Sequence 2: CATCGT
e scoring system as Match = 1, Mismatch = -1, Gap Penalty = -2.
Q6 Short notes: ' 1 2%3
a) Homologous sequences =6
b) Significance of gaps in sequence alignments
c) HSP Bk
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