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Q.1. How random networks are different from real networks? Discuss ER modef"’fg%randbm
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Q.2. Discuss the role of FFL in a bacterial system with suitable examﬁ‘: €0 }%ﬁ? systems in
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networks through an example by keeping degree distribution same.

bacteria and their specific functional role.
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Q.3. How we measure the rate of production of protein? : Di%cu%"e input functlon for activator

and repressor. égﬁg,%‘ ﬁ* [4]
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Q.4. What are various families of network motﬁf’s&\ cuss each with an example. (4]

Q.5. What are various computational andwsta@ parameters for network motifs identification
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and analysis. Discuss the computatl@m B{@gn’-ﬁcance profile for a biological motif set.  [3]
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Q.6. Explain each w1th an examp‘lte: 5
(a) GRN and their as%g;taiatign%\%gﬁh TFs (b) System and its properties
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(c) Omics cas%ade Wz@a * (d) Bound activator and bound repressor [1.5*4=6]
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Q.7. Discuss hov?r«.@the evolution of a network can be associated with network existence. [2]
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