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Q.1. Define following with an exclusive explanation towards computational ge%m‘l?@ég

(a) BruteForcePDP  (b) Homometric Stes (c¢) Rebase ixz@ [2%3=6]

Q.2. Define the parameters for reconstruction model for fragment asse f; Implement the

(3]

model for a set of you fragment sequences of your choice. _
Q.3. What is partial digest problem? How it is differen % 1 digest problem? Solve the

following DDP for the given set of enzymes. Frag ‘

4ta 1s given below as:

For first Enzyme A =2, 3, 4; for second enz ,' b 3, 5; As for DDP A+B is required which

isA+tB=1,1,2,2,3. [6]
Q4. For the given X {0, 1, 3, 4, 53123315}, find out L. Also prove that the answer obtained
is correct through reverse proces ifig ahd formulations separately. {4]

Q.5. What are variou%d tiii%)f;%apping? Explain the functional and evolutionary role of

restriction enzyme§in mics. [3]
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Q.6. Explaiﬂ%g%wgh an example:
F
@A @1%3%& ere Greedy algorithm fails  (b) PSI-BLAST (c) Overlap Multigraph

%%w [1*3=3]



