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Q1. Evaluate the comparative performance of one and two parameter m del for t
(_ffefénces in these
©(CO2)[6]

Q.2. How you cvaluate the conservation in biological “set 9 Which type of sequences
would be a better option for conservation while exploring éflil;ncti'ori&'I aspects? What are various

specific roles at sequence and structure

(CO-4) 4]

Q.6. Atagk of comparing two amino acid sequences was given to you. If amino acid differences
between these sequences were 46 and length of each sequence was 456 residues. After the
alignment, the aligned length observed was 442. What will be the observed proportion of

different amino acids in these two sequences?. (CO-4) [3]



