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Note: All questions are compulsory, Carrying of mobile phone during examinations will be
treated as case of unfuir means. Attempt all parts of a question together.

1. What is the genome size of Sachharomyces cerevisige and how many genes fhe‘organism

contains? (2) CO I

2. Draw a complete structure of a gene indicating important signal such as start- stop signal,

splicing sites etc? (2) COI

3. What is Central Dogma? Also describe t_hé‘prbc:es;sih'at allows a gene to have isoforms (more

than one transcrip{ type), give example _('3-) col :

4. Genome or transcripts :_s_e.eq_u;npin,.g have rapidly added biological information to any system,
Next generation sequerr\:'.cing h-éi;;'ab(?a'en the important tool in adding information. In this context
bring out salient p’oli.nts th.at. -allow advantages/disadvantages of Next generation sequencing
(Pyroseq.u_étncirjg & solid phase ILLUMINA sequencing) over the Sanger sequencing methods? (3)

CO1&COIN,

5. What is pyrosequencing, how it works? Discuss the mechanism of pyrosequencing methods,

enzymes (name of organism) and application of it? {5) COl



