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[1.5]

Q.3. What is annotation? Discuss the role o%genoguc era through annotation. Explain the
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significance of substitution matrices in seq} nceéahgnment and annotation. [3]

E;é»l&gnment problem for the given set of sequences:
X :gB*‘= “TGFIYKLGPACT” using FASTA method. [1.5+3]

Q.5. What is restnctmn mappmg7 Solve the following problem of restriction maps:
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Restrlctlonﬁlap {@ 1,3,4,5,7,12, 13, 15}, identify all possible multiset options. -5




