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JAYPEE UNIVERSITY OF INFORMATION TECHNOLOGY, WAKNAGHAT
B.Tech. (Semester VI), Test 2 (April 2016)

Course Code: 10B1WBIS1S Max. Marks: 25
Course Name: Advanced Algorithms for Bioinformatics

Course Credit: 4 Max. Time: 1:30 Hrs

Attempt all questions. Carrying of mobile phones will be treated as the case of unfa‘me
Calculator is allowed. <

procedure
4,7,5),8,9,1),(11,14,7), (2,4, 3), (5,9, 6), (1, 3, 3), (10 3)
Q.2. Compute the bucket and hashing for a (6, 3) motif througk dor 73 ithm.  (4)
Q.3. Apply Gibbs sampling to identify new stp,rtmg D a set of given 5 sequences for any
I-mer of size 7. Run the algorithm for at least o; ®)
Q.4. Explain Planted Motif Searcl (PMS) with a suit b 1 : 3)
Q.5. What are the apphca%on f ran“armzed algorithms for motif finding? Discuss Greedy profile
motif search to find the P- t prgbableifzmer. “4)
s}% N ‘ 2 \:Lv-w;..?: .
Q.6. Explain following example of each:
—~ (a) Spliced A %, 2 (b) Median String Search
n d their significance (d) Test Code Statistics (1.5*4=6)




