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Note: All questions are compulsory. Carrying of mobile phone during examination
treated as case of unfair means. Assume suitable data if required.

Q. 1. An EST coding for a portion of a protein with a therapeutic potential has bedn e
a plant species. The protein need to be produced on a large scale in a bagterial eulite. Design a
suitable gene cloning strategy for the production of target protein in a baeteru

Q. 2. Whole genome sequence of a fungal species is given to y 0
molecular map based on SSR markers and what would be jal applications of SSRs?

(3.0)

(4.0)

nomic strategy would you suggest to develop a
tic disorder?

*Western blot/ RT-PCR
vi) Genomic clone/ cDNA clone

vii) YAC/ Cosmid

viii) E. coli genome/ Human genome

ix) Kinase/ Phosphatase

x) 3°-5° exonuclease/ 5°-3’ nuclease

(10x 0.5 =5.0)
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