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Q. 1. What technological developments resulted in the emergence of gﬁ'bm‘fematlcs as a separate
discipline, how & why? %f: o (2.0)

Q. 2. Cleavage of a DNA fragment results in 5’ overhangswygéreas 3*-0verhangs with another
restriction enzyme. What strategy would you use to clone thlS“ffagm’bht in a plasmid vector having

blunt ends? ) ,3%%? Sy % (2.0)
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Q. 3. Why do we have cloning vectors with dlffe eﬁj"»"éiﬁnlng capacities? Which vector would you
choose to clone entire genomic DNA of human @id’ﬁh’iﬂ . (3.0
‘%
)
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Q. 4. Draw a design strategy used %c%ﬁstructlng a plasmid vector with a Laz selection marker?
Why do we have more than ogé?sélecuﬁn marker in a plasmid vector?  (2.0)
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Q. 5. DNA ﬁngerprlntmg hag implications in forensics. How can we generate a DNA fingerprint
database for all stud%ﬁtseof TOTT? (3.0)
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Q. 6. hat %@,the c‘ﬁrrent status of whole genome sequencing in different classes of organisms, i.e.
bacléflé‘ fungi, ammals plants, and human? What possible practical outcomes can you visualize
frbn; these\genome sequences for the growth of BT/BI in India? (3.0}
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