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Q.1. Align following sequences using FASTA algorithm:

LGFIKYLPCM and TGFIKYLPAT. - (2)
Q.2. Define the aim of computational genomics with its various applications. (2)
Q.3. Describe internal working of BLAST with an example. (2)
Q.4. Define genomic era with important time lines. (2)
Q.5. Solve the PDP for given X=0, 3,4, 5, 6, 9, 15. (2)
Q.6. Explain following: (0.5*10=5)
(i) Annotation and its significance  (ii) Draw the sequence similarity chart (iii) Scoring
system (iv) Significance of PAM and BLOSUM (v) PSI Blast  (vi) Offset vector

(vii) HSPs (viii) Personalized genomics (ix) PHI Blast (x) E-value



