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brackets.

QL. How many signal would you expect in the '"H NMR spectrum of each of f!}g;fbiiowing
compounds. [3] (CO-3) e

Q2. “Hydrogen bonding is very important in stablhzmg secondary structure of protein” justify
the statement by taking suitable example. [2.51(CO-4)

Q3. How CD spectrum is used in studying COr_l__fg'nnational change due to external factors in
protein. [2.5)(CO-3) S

Q4. lonization of molecule is important in mass spectroscopy why? Predict the mass spectrum
of the following tripeptide, [4]@0-4)
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Q5. Several molten globule structures are observed during protein folding. Discuss the
characteristics of molten globule. [2](CO-4)

Q6. Can all proteins fold simuitaneously into their 3D structures? Justify your answer, [2](CO-4)



Q7. Proteins may form non-specific interactions with the DNA. How can coiled coils help DNA
binding? [3](CO-5)

Q8. How topology diagrams can be used to compare protein domains in 2D? [2}(CO-5)
Q9. What is a paradox? Discuss with one example in context to protein folding. [3](CO-5)

Q10. 2D visual representation can be used to illustrate the properties of alpha helices in proteins.
What is the basis of these representations? [3] (CO-4) £

Q11. A single point mutation in proteins may lead to drastic changes in structure an function.
Justify this statement with help of an example. [4](CO-3) Lo

Q!12. How urea and beta-mercaptoethanol can be used to understand protein foldmg” Which
inferences will you draw from above experiment? [4](CO-5) ' '



