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1. A drug commonly known as “round up” is commonly utilized as non—seleptlv?e herfglc'd;éf ;vhlch
inhibits a metabolic pathway in plants. ,? M #

a) Identify the herbicide molecule and also explain the molecular tarfget/met %o,hte and metabolic
pathway inhibited by this herbicide. LW i {31
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b) “The molecules produced in above enquired pathway have, a{t esﬁeutlahty in humans”, If the

“a,

above statement is true then identify the specific molec'ujeé' gn&&;@xplam why these are essential
for humans? e

[4]
St
2. If a metabolite is reaching to the maleuﬁ{*fprogchtlon in a cell, then an antagonistic

mechanism initiated through enzymat)c cgntrolsgj How cell utilizes these different enzymatic

controls for maintaining the optimum cong:e afgpn of a metabolite in metabolic pathways? [4]
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3. In a metabolic labeling experimeny, ysuglly‘fcarbon -13 is being utilized. However, one may

utilize carbon-14 also for labell ing, a metgbdhte for subsequent trace. If both the isotopes can be
utilized, then why C13 i§ pre-fgrred vver C147 How these two isotopic confirmations are
different from usual Carbgn-— f@,ﬁfom? [4]
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4, How will you des1§n dﬁ}expgrnﬁlental method using SILAC proteomic approach, if you need to
check the relatlve piof,ém ’e;pressmn in two set of cell populations? [5]
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5. Diabetes - mellbtusfm&a*’hfestyle disorder with altered regulation of blood glucose levels. How
this ghsorder and lits rectification measures can be interpreted in-terms of metabolic flux
bgj sffcc nalymﬁ*’f’What will be different steps involved during the metabolic flux analysis for

Afife, abOVe n"fxentloned disorder? (5]
Bl
6. a) Eleet,ron Impact is usual method for mass spectrometry, however it is not been utilized for
biomolecules. If it is the case then, how mass spectrometry of biomolecules done? [31

b} How do you design a methodology for identification of a specific protein using the peptide
mass fingerprinting approach? [3]

7. Does tricarboxylic acid pathway always shows circular, unidirectional behaviour? Justify your
answer with suitable example. [4]



