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1. Describe how the efficacy of drugs varies from the one individual to another
individual, explain with example‘? [3]

2. Calculate the gene density of any organism belonging to prokaryote lower eukaryote
~ and from higher eukaryote [3] _
3. Write the characteristics of protein microarray? Explain with example how enzymes
can interact with substrate on the glass slide? [3]
4. How biomarker is important for prognosis or diagnosis of a disease conditions? 3]
5. What is SNP? Describe a method to screen SNP in a genome? [3]

- 6. Yeast two hybrid system is a liseﬁll technique to study protein-protein interaction,
explain with example how two proteins interact in the yeast? [4]

7. Post-translational modification is important for eukaryotic protein, what are these
modifications? What is significance of these modifications for the cell? What techniques
do you use to distinguish Glycosylated proteins? [4]

8. If you have been provided with mice oligo chip, how do you proceed to identify
differently expressed gene from the given lung sample from cancerous and normal mice
[6] .

9. From the given lung sample from cancerous and normal mice, how do you proceed to
identify differently expressed protein from these two different sample? [6]




