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1. What are the different types oF protein modifications in the protein that caﬁ%}*gﬁ%ﬁmnal
properties to the proteins? (4)

.;

2. Give different strategies to extract protein (soluble/insoluble) _.e_k %n enrich the

identities of proteins using proteomic approach? (4)

3. Write on the PMAGE as a high throughput techn()l%yﬁf%%‘?@gn genome wide expression

analysis? Where do you find its precise applicatio

4. . Write on protein array that provide high t % pi functional assay to proteins? Give

examples where protein —ligand 1nteract% licable using protein array? (4)

5. What is single cell RNA sequen*c;gg %dﬁgive its work flow? Where do you find its application
f) 7
in the biotechnology? (4) , }
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6. Cell free ef%@i’%n System is the important tool in the biotechnology applicable to proteins
that are- 1f?icult to%xpress or to purify, describe detailed methodology of in-vitro protein

translg?% f@r a prokaryotlc protein? (5)
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7. Givgza high throughput approach to exclusively identify the glycosylated and phosphorylated

proteins from the cancerous and non cancerous biological samples? (5}

8. What is Illumina solid phase sequencing? Describe the important steps involved in the

sequencing? (5)



