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Note: All questions are compulsory. Marks are indicated against each question in square

brackets.

Q1. Discuss the importantce of computational systems biology whﬁiigia‘_nalyzing biological
networks. How this analysis could help in deciphering novel piece of information?
| ' [CO:1-3; Marks: 3]

Q.2. Evaluate the importance of three crucial paramgte,fé:qé’_ed for TFBS analysis. Discuss the

basis of these parameters while analysisng transgrigtiaﬁ*factors. [CO:2, 3; Marks: 3]

Q.3. Write a description based evaluation of reverse engineering process for the annotation of

biological networks. _ : [CO: 1,2; Marks: 2]

Q.4. Elaborate following terr‘_r)s‘w'ﬁz;:r;.'}"}.Biblogical systems:
(2) Top down andbot[om up approaches  (b) Path from genotype to phenotype
{c) Logical direéti'dﬁ:frém Gene to Stimulon (d) System and its efficient handling
S [CO: I-3; Marks: 1*4=4]

Q.5. Rcaliz:;é--"iioyvf"‘.dAL Regulon in Yeast" is a classical example of regulatory network systems

to_dénioh'strate arobust and functional biological model based system. [CO: 1, 2; Marks: 3]
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