
457
Food Safety and Preservation. https://doi.org/10.1016/B978-0-12-814956-0.00015-9
© 2018 Elsevier Inc. All rights reserved.

CHAPTER 15

A Review on the Implications of Interaction 
Between Human Pathogenic Bacteria and 
the Host on Food Quality and Disease
Rishi Mahajan⁎, Shalini Chandel†, Gunjan Goel⁎
*Jaypee University of Information Technology, Solan, India †Directorate of Mushroom Research,  
Solan, India

15.1 Human Pathogenic Enteric Bacteria and Their Association With 
Fresh Agricultural Products

Studies suggest that increasing health awareness has resulted in a significant increase in the 
demand for ready-to-eat fresh produce. However, several reports indicate the emergence and 
outbreaks of food-borne illness that have been found to be closely associated with fresh fruits 
and vegetables; therefore, researchers across the globe have been focusing on identifying 
microbial contamination of fresh produce (Tomasi et al., 2015; Mir et al., 2018). Until the 
advent of this century, much research was focused on studying the interaction of enteric 
pathogens with human and animal hosts and food-borne illness was believed to be result of 
postharvest microbial contaminations. Recently, the notion has been significantly questioned 
in the scientific community and, therefore, much research in today’s scenario is focused 
on the ecology of enteric pathogens on plant surfaces. Previously, enteric pathogens were 
known to colonize human or animal digestive tract, an environment that provides protection 
from external environmental factors and also provided a variety of easily accessible 
nutrients. However, recently documented reports suggest that enteric pathogens colonize the 
phyllosphere and the rhizosphere of plants. In the present section, we shed light on the most 
important and classical examples of enteric pathogens that are known to be associated with 
food-borne illnesses of fresh fruits and vegetables.

15.1.1 Escherichia coli

Consumption of contaminated foods, especially raw or undercooked ground meat products 
and raw milk has been known to be associated with the transmission of E. coli O157:H7 into 
humans. Other sources of infection include fecal contamination of water and other foods, 
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as well as cross-contamination during food preparation (from contaminated surfaces and 
kitchen utensils). E. coli O157:H7 has been considered as a serious pathogen because of its 
high pathogenicity, its ability to infect the host even at very low infective doses, its ability to 
survive harsh and deleterious environmental conditions, especially frozen conditions (Tilden 
Jr et al., 1996; Franz et al., 2008; van Elsas et al., 2011; Semenov et al., 2009; Yao et al., 
2013; Wang et al., 2014) and what make it even a more serious and dangerous pathogen is 
its ability to transfer the virulence genes into nonpathogenic E. coli strains (Herold et al., 
2004). The bacterial pathogen causes hemolytic uremic syndrome that can lead to death, 
particularly in children, elderly especially the ones who are immunocompromised. Of serious 
concern is the fact that raw fruits and vegetables, especially fresh-cut leafy greens, are more 
and more being recognized as the important vehicles for the transmission of E. coli O157:H7 
(Fremaux et al., 2008). It is pertinent to mention here that E. coli O157:H7 was identified 
as the causal agent of the largest outbreak of bacterial enteric disease in recent times, with 
more than 6000 cases epidemiologically linked to contaminated radish sprouts in Japan in 
1996 (National Institute of Health Infection Disease Control Division, 1998; Watanabe et al., 
1999). Recently in 2013, consumption of contaminated, sprouted fenugreek seeds resulted in 
an outbreak of hemolytic-uremic syndrome (HUS) and hemorrhagic colitis (HC) that started 
in Germany and subsequently spread throughout Europe and North America. The causative 
agent was an enterohemorrhagic E. coli (EHEC) strain of serotype O104:H4 (European Food 
Safety Association, 2013). Bielaszewska et al. (2011) and Mellmann et al. (2011) reported 
that the strain possessed a combination of virulence factors from both Shiga toxin (Stx)-
producing E. coli (STEC) and enteroaggregative E. coli (EAEC) strains. Information on E. 
coli contamination of fresh produce has been compiled and is presented in Table 15.1.

15.1.2 Salmonella enterica

A review on the literature of Salmonella enterica shows that the occurrences of S. enterica 
in fresh produce have been associated with surface waters, used commonly for irrigation 
purposes in agricultural fields. Documented literature also suggests that S. enterica is 
the cause for most frequent outbreaks from fresh produce (Barak and Schroeder, 2012). 
S. enterica serovar Typhimurium DT104 has been reported in cases where contaminated 
lettuce was consumed (Horby et al., 2003; Takkinen et al., 2005). The survival of the enteric 
pathogen on fresh produce has been studied in great detail over the last decade. Findings 
suggest that S. enterica has abilities to survive desiccation stress (Davies and Wray, 1995). 
Studies have shown that small populations of S. enterica can survive on crop plants and 
eventually increase to infectious dose levels once favorable conditions are restored. These 
characteristics of the pathogen make it a serious contaminant associated with fresh produce 
(details are presented in Table 15.1). A comprehensive analysis of the documented literature 
suggests that the reported cases of S. enterica outbreak on fresh produce are more on fruits  
as compared with leaves (Barak and Schroeder, 2012). Reports suggest that S. enterica  



Human Pathogenic Bacteria and Host on Food Quality and Disease  459

lacks biochemical assimilatory machinery for sucrose utilization (Lin, 1996), one of the  
main sugars present in leaf (Lindow and Brandl, 2003). The two most severe serotypes of  
S. enterica Typhi and Paratyphi A, which cause typhoid and paratyphoid fever, are responsible 
for hundreds of thousands of deaths worldwide every year. Results show that serovars have 
not evolved independently and recombination plays a key role in the genomic evolution, 
diversification, and ecological adaptation of lineages of S. enterica (Didelot et al., 2011).

15.1.3 Clostridium difficile

Clostridium difficile infection can often result in severe diarrhea. C. difficile a spore-forming, 
Gram-positive anaerobe produces two toxins, viz., toxin A (an enterotoxin) and toxin B  
(a cytotoxin), which can cause gastrointestinal disease, especially in immunosuppresed 
patients (Nitzan et al., 2013). A review of the documented literature shows that C. difficile has 
been reported from both animals and humans (Keessen et al., 2011; Songer, 2010). Reports 
on the occurrence of C. difficile in ready-to-eat salads and vegetables have been previously 
reported by several researchers (documented in Table 15.1). Recent studies have shown that 
the pathogen has potential of transmission through food supply. Eckert et al. (2013) assessed 
the prevalence of ready-to-eat raw vegetables contaminated with C. difficile and observed that 
ready-to-eat salads were contaminated. In another recent study, the prevalence of  

Pathogen Contaminated Agricultural Produce References

E. coli O157:H7 Spinach, radish, alfalfa, cabbage, celery, 
coriander, cress sprouts

Jay et al. (2007), Jay-Russell et al. 
(2010), Nathan (1997), and 
Zepeda-Lopez et al. (1995)

E. coli O157 CDC Leafy greens California Leafy Green Handler 
Marketing Board (2012)

E. coli O104:H4 Fenugreek Buchholz et al. (2011)

E. coli O26 Clover sprouts http://www.cdc.gov/ecoli/2012/
O26-02-12/

E. coli O145 Lettuce Taylor et al. (2013)

S. enterica Alfalfa, mung, clover, tomato, cantaloupe, 
beet leaves, cabbage, cauliflower, chili, 
green onion, parsley, pepper, spinach

Rimhanen-Finne et al. (2011), 
Mohle-Boetani et al. (2009), and 

Orozco et al. (2008)
Clostridium difficile Ready-to-eat salads; potatoes, onion, 

mushroom, carrot, radish, cucumber
Bakri et al. (2009) and Al Saif 

and Brazier (1996)
Bacillus cereus Ready-to-eat vegetables, potato Chon (2016) and Luo et al. 

(2016)
Campylobacter spp. Leafy vegetables, lettuce, parsley, pepper, 

prepacked salads, spinach
Park and Sanders (1992) and 

Salaheen et al. (2016)
Listeria monocytogenes Cucumber, cabbage, carrot, tomato, lettuce Ajayeoba et al. (2016)

Cronobacter spp. Chinese cabbage, cucumber, carrot, lettuce, 
strawberry, cabbage

Chen et al. (2016) and Vojkovska 
et al. (2016)

Table 15.1: Human pathogenic bacteria and their association with fresh agricultural produce

http://www.cdc.gov/ecoli/2012/O26-02-12/
http://www.cdc.gov/ecoli/2012/O26-02-12/
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C. difficile was observed in ready-to-eat foods, indicating food as a reservoir for the pathogen 
(Rahimi et al., 2015). Soil, fertilizers (manure), water, and processing environments could be 
the various possible sources of contamination of C. difficile in fresh produce (Weese, 2010). 
The spore-forming abilities of C. difficile allows the bacterium to survive environmentally 
unfavorable conditions, thereby facilitating its transmission.

15.1.4 Bacillus cereus

B. cereus is a group of free-living bacteria and some strains can cause food-borne illnesses in 
humans. B. cereus is one of the major pathogens associated with raw vegetables worldwide 
(Park et al., 2013). The two types of gastrointestinal disease (emesis and diarrhea) are 
caused by B. cereus (Ki Kim et al., 2009; Arslan et al., 2014). Ingestion of the toxin 
cereulide secreted by B. cereus causes an emetic type of illness (Takeno et al., 2012), 
whereas consumption of food contaminated with diarrheal toxin secreted by B. cereus causes 
diarrhea (Kim et al., 2011). Since B. cereus is a soil deviling microbe, its wide occurrence in 
vegetables and other agricultural fresh food is not surprising. Compiled information on the 
occurrence of B. cereus on fresh produce is presented in Table 15.1. Occurrence of  
B. cereus in fresh vegetables depends significantly on whether or not the crops were fertilized 
with human or animal wastes or irrigated with water containing such wastes. A review on the 
recent literature indicates occurrence of B. cereus in a wide variety of foods (Dzieciol et al., 
2013; Li et al., 2016). Recent studies carried out by Kim et al. (2011) and Hwang and Park 
(2015) have shed light on the molecular characterization of enterotoxin genes in B. cereus. 
Their findings show that four different enterotoxins, viz., hemolysin BL (Hbl), nonhemolytic 
enterotoxin (Nhe), cytolysin K (CytK), and enterotoxin FM (EntFM), are hypothesized to 
play key roles in disease.

15.1.5 Campylobacter spp.

Recent documented literature suggests that cross-contamination from fertilizers, soil, and 
irrigation water is among the prime reasons for Campylobacter spp. contamination in fresh 
produce (information on the occurrence of Campylobacter spp. on fresh produce is presented 
in Table 15.1). The pathogen has resulted in a number of food-borne outbreaks associated 
with raw fruits and vegetables (Khalid et al., 2015; Tang et al., 2016). Chai et al. (2009) 
also reported Campylobacter spp. contamination in vegetable farms. One of the major 
concerns associated with Campylobacter spp. contamination (especially C. jejuni) is that 
of multidrug resistance especially toward quinolones and erythromycin (Ge et al., 2013). 
Studies carried out by Sheppard et al. (2013) highlight the molecular mechanisms involved 
in the pathogenicity. Their findings indicate that C. coli became progressively adapted to the 
agricultural niche via genomic introgression with C. jejuni. Recent studies by Pascoe et al. 
(2015) have shown that the mechanism of biofilm production in Campylobacter spp. has 



Human Pathogenic Bacteria and Host on Food Quality and Disease  461

considerably evolved and is a result of different genetic backgrounds. These evolved biofilm 
formation mechanisms are believed to be responsible for the organism’s survival and dispersal 
in agricultural environments. Pearson et al. (2015) have recently carried out studies on  
C. coli and C. jejuni isolates in agricultural and nonagricultural systems to evaluate whether 
phylogenetic relatedness or sharing of environmental niches affects the distribution and 
dissemination of type II CRISPR (clustered regularly interspaced short palindromic repeats)-
Cas (CRISPR-associated) system.

15.1.6 Listeria monocytogenes

Among the six known species of Listeria (L. monocytogenes, L. ivanovit, L. seeligeri, 
L. innocua, L. welshimeri, and L. grayi), L. monocytogenes is considered to be the most 
deleterious food-borne pathogen. Its detection in vegetables, fruits, and dairy products 
has been widely reported (Kasalica et al., 2011; Ajayeoba et al., 2016). The pathogen is a 
Gram-positive, facultative anaerobe that is a nonsporulating motile bacterium capable of 
causing listeriosis (Bayoub et al., 2010). Recent studies have suggested the involvement 
of previously uncharacterized cellobiose PTS system in central nervous system infections 
(Grad and Fortune, 2016). The occurrence of the pathogen in ready-to-eat vegetables has 
been a matter of serious concern (details in Table 15.1), considering the high demand of such 
products in the market. The primary source of contamination of agricultural fresh produce 
has been associated with the contaminated water from sewage sludge for the purpose of 
irrigation (Oranusi and Olorunfemi, 2011). A comprehensive detailed overview has been 
recently documented in a review on the fresh farm produces as a source of pathogens by 
Mritunjay and Kumar (2015). They highlight that a major source of contamination of 
fresh agricultural produce is because of the use of contaminated water (used for sprinkling 
purpose in order to keep the vegetables fresh) and contaminated containers (used for 
transportation purposes). Recent report by Stea et al. (2015) highlights the prevalence 
and diversity of L. monocytogenes, in an urban and a rural municipal source. The study 
documents important findings that can go a long way in order to understand the ecology and 
occurrence of the pathogen under agriculturally diverse environments.

15.1.7 Cronobacter spp.

Cronobacter spp. was formerly described in the literature as Enterobacter sakazakii. The 
recent literature based on whole-genome sequencing and multilocus sequence typing (MLST) 
targeting 7 genes (atpD, fusA, glnS, gltB, gyrB, infB, ppsA) has resulted in the identification 
of seven species in the Cronobacter genus viz. C. sakazakii, C. malonaticus, C. turicensis,  
C. muytjensii, C. dublinensis, C. universalis, and C. condiment (Forsythe et al., 2014). Studies 
on the virulence factors associated with the pathogenicity of C. sakazakii have been recently 
published from our laboratory (Singh et al., 2016). The authors highlight that in addition to 
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different virulence factors viz. outer membrane protein A (ompA), plasmid-associated genes 
such as filamentous hemagglutinin (fhaBC), Cronobacter plasminogen activator (cpa), and 
genes responsible for iron acquisition (eitCBAD and iucABD/iutA), several biophysical 
growth factors such as the formation of biofilms and resistance to various environmental 
stresses also contribute to the pathogenic potential of this pathogen. Recent studies carried out 
by Chen et al. (2016) have focused on analyzing a large number of vegetables in an attempt to 
find the source for this pathogen. Similar studies have been carried out in our laboratory that 
have been focusing on the isolation of C. sakazakii from a wide variety of food sources (for 
details please refer to Singh et al., 2015a, b). From our laboratory studies, it is evident that out 
of the 219 food samples have been evaluated, a total of 45 Cronobacter spp. were isolated. 
Cronobacter spp. in a food sample category of herbs and spices accounted for 34.3% of total 
samples, whereas 26% were from vegetables and fruits. In another recent study, Vojkovska 
et al. (2016) detected Cronobacter spp. in vegetables, fruit, and environmental samples 
collected from local farms and supermarkets in the Czech Republic. They further reported 
that environmental isolates of Cronobacter spp. create the capsule more often than the 
isolates of clinical origin. The capsule formulation facilitates enhanced desiccation resistance 
of the bacterium and increases its ability to attach to surfaces and create biofilms.

15.2 Entry of Human Pathogenic Bacteria into the Food Chain: 
Tracking the Point of Origin

A review on the literature, in an attempt to track the point of origin of entry of human 
pathogenic, enteric bacteria into the food chain (with special reference to fresh produce) 
shows that the entire process can be divided into two broad categories: first, the point of 
entry of enteric pathogen is at the site where the agricultural produce is being raised. The 
contaminating sources include water (used commonly for irrigation purposes) and raw 
or inadequately amended manure. Second, the enteric pathogen can enter the food chain 
during postharvest processing. In the following section, we review the potential sources of 
contamination of enteric pathogens in fresh agricultural produce.

15.2.1 The Potential Role of Water in the Contamination of Fresh Agricultural 
Produce

As a general practice in agricultural farms, groundwater is used for irrigation purposes. 
However, it is well-established and a well-known fact that irrigation water could be a 
potential source of enteric pathogen contamination, since it is often contaminated by 
effluents from municipal waste (Pachepsky et al., 2011). The problem is highly reported in 
underdeveloped and developing countries. A recent report by Akinde et al. (2016) highlights 
that fresh vegetables could be an easily available transmission vehicle for human pathogens, 
because of poor irrigation water quality at vegetable farms in southwestern Nigeria.
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Contamination of agricultural produce in fields irrigated with contaminated waters is easily 
possible when the produce is in close contact with the soil matrix. Contaminated water can lead 
to the colonization of enteric pathogens into aerial tissues and root systems of fruit and vegetable 
plants (Martínez-Vaz et al., 2014). The consumption of raw agricultural produce by humans can 
eventually lead to the transmission of enteric pathogens and therefore has been identified as the 
most likely cause of disease outbreak as discussed in detail earlier, in Section 15.2.

Contamination of irrigation waters in agricultural fields as a result of municipal waste is 
only one of the possible means of transmission of enteric pathogens. Water can also be 
contaminated by livestock (cattle or sheep) defecation, especially if they use rivers for drinking 
or as crossing points. Runoff from animal pastures into artificial or natural water bodies can 
also create havoc. A review of the documented literature in this context shows interesting 
reports and reviews on the contamination of water sources by E. coli O157 (Quilliam et al., 
2011). Recently, Hamm et al. (2016) documented a first report on cattle being an important 
reservoir of an unusual, highly virulent EHEC O104:H4 strain. As discussed previously in 
Section 15.2.1, the pathogen resulted in a serious outbreak in early May 2011.

The development of quick and reliable methods for the detection of enteric pathogens in water 
samples is the need of the hour. In this regard, recently researchers have been focusing on 
developing accurate and less time-consuming methodologies. Recently, Banting et al. (2016) 
described a most probable number (MPN)-qPCR assay for molecular-based detection of 
Campylobacter spp. especially in irrigation water samples. Henao-Herreño et al. (2017) evaluated 
Salmonella contamination in Bogotá River water that was being used for irrigation purposes for 
lettuce, broccoli, and cabbage. Based on the Salmonella concentration, the authors developed a 
qPCR-based quantitative microbial risk assessment model. Their results emphasized the presence 
of wastewater treatment, before Bogotá River water is used for irrigation purposes.

15.2.2 The Potential Role of Noncomposted or Improperly Composted Manure  
in the Contamination of Agricultural Fresh Produce

Organic fertilizer inputs in agricultural fields in the present scenario has significant 
environmental benefits over the use of chemical fertilizers and the practice has gained much 
importance. Organic matters such as animal manure, sewage sludge, and food wastes are 
decomposed using the anaerobic digestion process which has been reported to be an effective 
measure in controlling enteric pathogens (Horan et al., 2004). However, it has been observed 
that there are reports on the occurrence of food-borne pathogenic bacteria on crops, which 
were grown in soil that contained contaminated manures. A recent study in this regard 
carried out by Biswas et al. (2016) suggests that there exists significant variations in the 
survival of pathogens (the authors carried out their study with three enteric pathogens viz. 
E. coli, Salmonella spp., and Listeria monocytogenes) with temperature and environmental 
conditions, that is, liquid dairy manure in anaerobic and limited aerobic storage conditions.
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Another important aspect of enteric pathogens in manure, which eventually contaminate 
the fresh produce, is the ability of these pathogens to be able to develop resistance against 
antibiotics. A review of the documented literature shows that there is a significant rise 
in antibiotic-resistant bacteria in animal feces, which can enter into the food chain since 
the animal manure is extensively used in farmlands (da Costa et al., 2013). A recently 
documented report by Takemura et al. (2016) indicates that because of extensive use of 
veterinary antibiotics, there is high persistence and survival of antibiotic-resistant bacteria in 
livestock manure. Similar studies on the prevalence and persistence of potentially pathogenic 
and antibiotic-resistant bacteria during anaerobic digestion treatment of cattle manure have 
been reported by Resende et al. (2014).

Considering the above problems of persistence and survival of enteric pathogens in 
noncomposted or improperly composted manure, we must (a) understand the factors the can 
help in the reduction of enteric pathogens in manure and (b) develop biotechnologies for 
improvement of dairy manure treatment. The physical character of the manure (i.e., liquid 
manure, slurry manure, or solid manure) can significantly influence the survival of enteric 
pathogens, which in turn depends on the farm management practices and also on the livestock. 
In manure which is in slurry or liquid form, survival of the enteric pathogens is high because 
of the presence of favorable moisture and alkaline pH (Cools et al., 2001). In case of solid/
dried manure, the temperature is an important factor that determines the persistence of enteric 
pathogens in the manure. Recent reports published by Park et al., 2016, specifically focus on 
the role of temperature in the survival of manure-borne generic E. coli, E. coli O157:H7, and 
fecal coliform in soils. Erickson (2016) carried out studies on the survival of Salmonella or E. 
coli O157:H7 during the holding of manure-based compost mixtures at sublethal temperatures 
(20–40°C). They simultaneously interrogated the influence of carbon amendment to the 
compost mixtures. An environmental concern which has recently received much attention is that 
agricultural facilities having storage of large quantities of manure especially in dried form, may 
serve as a source of airborne contamination of leafy greens being cultivated in nearby fields. 
Dehydrated animal manure, results in the generation of dust-like particles that can be small 
enough to become readily airborne (Berry et al., 2015). Research in regard has been initiated 
and Oni et al. (2015) has recently documented a report that focuses on the characterization of 
parameters that focus on the survival of S. enterica in or on dust particles of dried turkey manure 
and litter that could be aerosolized during handling and survive on leafy greens in the fields.

Biotechnologies for the reduction of survival and persistence of enteric pathogen in 
manure are highly advocated. Anaerobic digestion of cattle manure is one of the most 
environmentally favorable biotechnologies for managing enteric pathogen microbial load 
(Manyi-Loh et al., 2013). Recently Manyi-Loh et al. (2014) documented a 1-log reduction 
of E. coli and Campylobacter spp. (i.e., 90% decay rate) as opposed to a 2-log reduction of 
Salmonella spp. that occurred between day 9 and 14, but a similar 1-log reduction of these 
cells during the rest of the process indicating a 90%–99% kill rate was achieved in mesophilic 
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anaerobic digestion. A detailed review on the use of anaerobic digestion technology for 
reducing the persistence and survival of enteric pathogens has been recently documented in a 
review by Manyi-Loh et al. (2016).

15.2.3 Enteric Pathogen Can Enter the Food Chain During Postharvest Processing

Contamination of fresh produce during the postharvest processing is one of the most 
significant points of entry of enteric pathogens into food chain. The contamination can be 
due to injury to the plants during the harvesting or during storage and transportation of the 
fresh produce. Mechanical means to harvest the fresh produce at times result in injury to the 
plant tissue. Such injuries are an open invitation for the enteric pathogens to colonize the 
plants, since the nutrients available are easily accessible to the bacterium. Similar problems 
arise during storage and transportation of fresh produce. Washing of the fresh produce, is 
a common practice, however, the presence of pathogenic bacterium in contaminated water 
can easily result in entry of the bacterium into the agricultural produce. Good manufacturing 
practices (GMPs) can play a significant role in preventing the risk of contamination. A recent 
review article by Gil et al. (2015), highlights the strategies that can be employed to prevent 
microbial contamination in fresh leafy vegetables during pre- and postharvest processes.

15.3 Interaction Between Enteric Pathogens and Plant Hosts

Previously, it had been believed that enteric bacterial pathogenesis on humans was defined by 
their ecological niche. However, reports on the outbreak of disease that have been caused as 
a result of consumption of contaminated fresh produce have challenged the traditional view 
point (recent reports are discussed in Sections 15.2 and 15.3). It is now a well-established 
fact that enteric pathogens colonize plant tissues and thereby uses the plant host as a 
transmission vehicle to gain eventually entry into the human host. In an attempt to understand 
the dynamics of the interaction between enteric pathogens and plant hosts, we must first 
understand (a) fitness of plant surfaces as host, (b) factors influencing the survival and growth 
of enteric pathogens on fresh produce, and (c) molecular/genomic capabilities of enteric 
pathogens that allows them to use plants as vehicles for the transmission. These aspects have 
been discussed in the following sections.

15.3.1 Enteric Pathogens in Plant Habitats

The enteric pathogens survival in the plant habitat is subject to its point of contact with the 
plant tissue. Ideally, the pathogenic bacteria can interact with the plant host at three points, 
viz. in the rhizosphere, at the leaf surface, that is, plyllosphere and finally in the spermosphere 
(the zone surrounding the seeds). In the following sections, we discuss the fitness of these 
three regions as host for enteric pathogens.
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15.3.1.1 Plant rhizosphere as a habitat for enteric pathogens

The rhizosphere has been long considered as a hot spot for microbial interactions because 
of the influence of the below-ground system of the plants, which are known to release large 
amounts of nutrient-rich root exudates. In the rhizosphere, diverse microbial communities 
both beneficial and deleterious coexist and interact (Mahajan and Shirkot, 2014). More 
light on this has been shed because of the recent developments in metagenomics (Hirsch 
and Mauchline, 2012). Recent studies using metagenomic analysis on the rhizosphere 
microbiome show evidence for plant species-specific microbiomes (İnceoğlu et al., 2012) and 
existence of plant genotype-specific rhizosphere microbiomes (Weinert et al., 2011). Recent 
studies carried out in field-grown potato rhizosphere show that the rhizosphere microbiome is 
affected by the growth stage of the plant (İnceoğlu et al., 2012).

Organic materials (e.g., farm-yard manure and slurry) have been considered as the most 
economically viable option for improving soil quality (Semenov et al., 2009). With the 
increasing demand of organic fertilizer application in fields, it is often observed that 
immature manure is often used in the farms. This problem often results in enteric bacterial 
contamination of fruits and vegetables (as discussed in detail in Section 15.3.2). Several 
reports on the persistence and survival of enteric pathogens in organic manure have been 
documented. Recently, Yao et al. (2015) studied the survival of E. coli O157:H7 in different 
organic fertilizers (vermicompost, pig manure, chicken manure, peat, and oil residue).

Raw fruits and vegetables, especially cut-leafy greens grown in soils amended with enteric 
pathogen-contaminated organic fertilizers are highly prone to food-borne contamination, 
since the below-ground plant system is in direct contact with pathogens. The primary step 
involved is the attraction followed by colonization. It is believed that rhizobacteria and enteric 
pathogens both preferentially colonize root tips and/or at the root base where lateral roots 
emerge (Jablasone et al., 2005; Cooley et al., 2003). The associations might correlate with 
the fact that the nutrient-rich rhizosphere is commonly available for both pathogenic and 
nonpathogenic microbes. Distinct and localized spatial patterns of sucrose, amino acids, and 
nitrate abundance have also been mapped in the rhizosphere (DeAngelis et al., 2005; Jaeger 
et al., 1999). S. enterica is an enteric human pathogen that has been reported by Barak and 
Schroeder (2012) to colonize crop plants as secondary hosts. Similar findings have also been 
reported in lettuce by Klerks et al. (2007). It is believed that the movement of S. enterica 
in lettuce rhizosphere is because of the chemotaxis toward the sugar compounds in lettuce 
root exudates. In a detailed review by Barak and Schroeder (2012), the authors highlight 
that enteric pathogens especially S. enteric prefer to colonize specific leafy greens radicchio 
and endive compared with lettuce. The researchers are of the opinion that this specificity is 
primarily due to the difference in nature of root exudates. Following colonization, the survival 
of the enteric pathogens in plant rhizosphere is believed to be favored by the nutrient-rich 
rhizosphere. In the rhizosphere, the enteric pathogens are challenged by environmentally 
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unfavorable conditions; therefore they tend to colonize the internal regions of the plant tissue. 
A recent report has shown that E. coli O157:H7 endophytically colonize spinach and lettuce 
plants Wright et al. (2013). High-resolution microscopic examination and O-antigen labeling 
have shown that the food-borne enteric pathogen colonization occurred within the apoplast, 
between the plant cells.

15.3.1.2 Phyllosphere as a habitat for enteric pathogens

The above-ground regions of the plant are physically more easily accessible to the enteric 
pathogens. Soil splashing, irrigation, and insect transmission (as discussed in Section 15.3) 
are easy modes available for the transmission of pathogens. The phyllosphere accounts for 
the aerial parts of plants, which are dominated by leaves. A recent review by Vorholt (2012) 
on the microflora associated with the phyllosphere shows that the global bacterial population 
present in the phyllosphere could comprise up to 1026 cells.

In spite of the large leaf surface area offered to the microbes, their colonization is subject 
to several environmental challenges such as limited nutrient availability, high ultraviolet 
radiation, and fluctuating water availability. It is surprising that in spite of such stringent 
environmental pressure, the microbial populations survive on the phyllosphere. Several 
documented reports on the occurrence of enteric pathogens on the leaf surface have been 
documented. Recently, Han and Micallef (2016) reported S. enterica colonization on tomato 
plant surface. Their findings have shown that tomato surface compounds and exudates play 
an important role in colonization by the enteric pathogen. Documentation of previous reports 
indicates that S. enterica colonization on phyllosphere is a result of chemotaxis. Furthermore, 
the colonization by the enteric pathogen in phyllosphere is highly concentrated in type 1 
trichomes, which happen to be an area on the phyllosphere in the genus Solanum where 
maximum exudates are synthesized and accumulated (Barak et al., 2011).

In an attempt to understand the risk associated with irrigation water as a potential source of 
enteric pathogen contamination especially in the phyllosphere, Wood et al. (2010) studied 
the survival behavior of enteric pathogen (E. coli). They introduced the enteric pathogen 
into agricultural systems during irrigation in the spinach phyllosphere and observed declines 
in their culturable E. coli populations on spinach leaf surface under open environmental 
conditions. The possible reason associated could be the ability of enteric pathogenic bacteria 
to colonize the internal regions of the phyllosphere. Recent documented literature have 
indicated that enteric pathogens are also known to internalize the leafy green phyllosphere 
tissue, in order to avoid the harsh environmental conditions, as discussed earlier in this 
section. Erickson et al. (2014) reported internal colonization by E. coli O157:H7 into the 
spinach tissue. They reported that the mobilization of enteric pathogen cells into the leaf 
surface and its further survival were not influenced by virulence factors of Shiga toxin since 
they used Shiga toxin-negative E. coli O157:H7 isolates in their study.
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15.3.1.3 Spermosphere as a habitat for enteric pathogens

Spermosphere is an extremely small zone (2–12 mm) around the seed, where interactions 
between soil, microbial communities, and germinating seeds take place (Schiltz et al., 
2015). The spermosphere has a very short-lived interface, that is, only during the seed 
germination, yet it is highly significant. This is the first point of contact between the 
plant and the microbial community in the soil, which can be beneficial microbes, plant 
pathogenic microbes, or enteric pathogens (in the context of the present book chapter). These 
associations are known to influence the future microflora in the rhizosphere, which in turn 
influences the future plant growth and yield (Singh et al., 2011). Once the seed imbibes, it is 
believed that a number of compounds are exuded into the spermosphere (Schiltz et al., 2015). 
Several reports are well documented in literature that report on the characterization of the 
exudates during germination. A few recent reports by da Silva Lima et al. (2014), Scarafoni 
et al. (2013), and Kamilova et al. (2006) have shown that the exudates during germination 
process include (a) carbohydrates, viz. arabinose, fructose, galactose, glucose, maltose, 
mannose, lactose, raffinose, rhamnose, ribose, sorbose, sucrose, xylose; (b) amino acids 
viz. alanine, glutamic acid, glutamine, glycine, homoserine, leucine/isoleucine, methionine, 
phenylalanine, pyroglutamic acid, serine, threonine, tryptophan, tyrosine, valine; (c) organic 
acids, viz., acetic acid, citric acid, formic acid, malonic acid, oxalic acid, succinic acid; (d) 
fatty acids viz. hexadecanoic acid, octadecanoic acid isomers, tridecanoic acid; (e) proteins, 
viz., chitinases, cysteine-rich protein, galactosidases, glycosyl hydrolases; (f) secondary 
metabolites, viz., phenolic derivatives, steroids, terpenoids. As a result, the microbial 
communities in the soil are believed to be attracted toward the spermosphere because of the 
chemotaxis toward the exudates.

Enteric pathogens as earlier discussed (in Section 15.1) are known to be associated with 
food-associated disease outbreaks, which are especially similar to contaminated seeds. 
Harris et al. (2003) reported that sprouted-seed-related disease outbreaks were linked to 
seeds contaminated with S. enterica. Much recently in 2013, sprouted fenugreek seeds 
were contaminated with E. coli (EHEC) strain of serotype O104:H4 (European Food Safety 
Association, 2013). Their consumption resulted in an outbreak of HUS and HC. Reports on 
epidemiological investigation suggested that the seed contamination with STEC O104:H4 
occurred more than a year before the seeds were used for sprout production. Recently, 
Knödler et al. (2016) carried out long-term survival studies and observed that in none of 
the strains tested cultivable cells were found without enrichment on contaminated seeds 
after more than 24 weeks of storage, thereby suggesting that contamination previous to the 
distribution of fenugreek seeds from the importer was less likely.

Much recently, researchers have been attempting to understand the changes that occur in the 
composition of seed and early root exudates once the seeds are contaminated with S. enterica. 
Kwan et al. (2015) in this context carried out studies using S. enterica-contaminated alfalfa 
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seeds as a model system. The authors concluded that individual amino acids are important, 
but not essential, for S. enterica growth in the spermosphere. The protein surveys carried out 
by the researchers revealed that central carbon metabolites serve as essential intermediates 
for cellular biosynthesis and therefore to achieve dramatic reductions in bacterial growth in 
spermospheres, central metabolic networks need to be targeted in future studies.

15.3.2 Survival and Growth of Enteric Bacterial Pathogens on Fresh Produce

For enteric pathogenic bacteria to survive on fresh produce, it must possess certain 
characteristic features that allow them (a) to form synergistic/antagonistic relation with the 
existing microbiota, (b) to separate themselves from the existing microbiota in space,  
(c) to evade plant defense, just like certain phytopathogens, and (d) formation of specialized 
biological networks, that is, biofilm formation.

15.3.2.1 Synergistic/antagonistic relation of enteric bacteria with the existing microbiota

The existing microbiota on the plant may be plant beneficial or pathogenic to the host plant. 
Therefore, the enteric pathogenic bacteria must be in synergism/antagonistic relation with 
either of them or both. Recent research in this regard indicates that the presence of plant 
pathogenic bacteria would idly favor the colonization by enteric bacteria; therefore the 
two groups of bacterium are believed to act in synergism. The two probable reasons are (a) 
because of the injury to the plants, the entry for the enteric pathogenic bacteria into the plant 
is facilitated and (b) because of the damaged plant tissue, the wide variety of nutrients are 
easily accessible to the enteric pathogens (Campbell et al., 2001, Wu et al., 2000). Enteric 
pathogens synergism or antagonism with the host plants microbiota is also believed to be 
dependent on the iron acquisition systems with enteric pathogens in the plant habitat (Brandl, 
2006). This mechanism of iron acquisition is believed to be carried out by siderophores (low-
molecular-weight molecules that bind ferric iron with an extremely high affinity). In the case 
of enteric bacterial pathogens, it is hypothesized that the siderophores act in a similar manner 
as that observed in the case of plant pathogens. The iron-acquiring ability of siderophore 
assists the pathogenic microbe to chelate iron and thereby increase its possibilities to colonize 
the host plant.

15.3.2.2 Ability of enteric bacteria to colonize internal plant tissue

Enteric bacteria causing food-borne diseases have the ability to colonize the internal plant 
tissues, in a manner similar to the one adopted by beneficial or pathogenic microbes residing 
in the phyllosphere/rhizosphere. In an attempt to avoid the harsh environmental conditions, 
enteric bacterial pathogens are known to gain entry within the plant tissue. Similar to 
phytopathogens, enteric pathogenic bacteria can preferentially attach to the cut surfaces 
and natural openings such as the stomata that provides not only a protective niche, but also 
a source of nutrients into the apoplastic fluid. Documented literature is testament to the 
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endophytic colonization of pathogens such as Salmonella and E. coli O157:H7 into the cracks 
of the developing lateral roots of seedlings, which is especially relevant for sprouted seeds 
such as alfalfa, mung bean sprouts, and spinach (Klerks et al., 2007; Warriner et al., 2003; 
Dong et al., 2003; Cooley et al., 2003; Erickson et al., 2014). Many researchers have reported 
internal colonization by E. coli O157:H7 into tissues. Warriner and Namvar (2010) based 
on their review of the documented literature suggested that under preharvest conditions and 
natural environmental conditions there is significantly low frequency of internal colonization 
by enteric pathogens. The possible reason being the fact that tissue injury is very frequent. 
However, with the modernization of agricultural systems and the use of modern machinery in 
farms, the green leafy vegetables and other crops can sustain injury which can facilitate the 
entry of enteric pathogens and thus can cause food-borne disease outbreaks.

15.3.2.3 The ability of enteric bacterial pathogens to evade plant defense mechanisms

Plant defense system has been studied in great deal over the last decade, in an attempt to 
understand the response of plants against phytopathogens (Esposito et al., 2008; Mahajan 
and Shirkot 2014). Upon infection plants respond by a hypersensitive response, coupled with 
secretion of plant hormones (salicylic acid, jasmonic acid, and ethylene). This activates the 
PR genes that trigger the systemic acquired resistance (SAR) defense. With the continuous 
evolution of phytopathogens, certain strategies have been developed to avoid detection by 
plant defenses. Enteric pathogenic bacteria such as Salmonella have devised similar methods 
as that of phytopathogens to avoid detection. They are known to avoid detection by alteration 
of their LPS and their lack of outer structures, such as the ability of Salmonella to shed 
flagella, facilitates its unnoticed entry into the plant system.

15.3.2.4 Specialized abilities of enteric bacteria to form biofilms

The bacterial cells that colonize the phyllosphere are subjected to adverse environmental 
conditions (as discussed previously). The bacteria can secrete exopolysaccharides, which 
can contribute to the formation of a specialized matrix-like structure referred to as biofilm. 
Researchers since the advent of 21st century have been carrying out studies on the ability of 
enteric pathogenic bacteria to form biofilm on agricultural fresh produce. Fett (2000) studied 
biofilm formation by Salmonella and E. coli O157:H7 on different plant parts of broccoli, 
cloves, and afalfa. Several well-documented reports of biofilm formation on leaf surfaces of 
Chinese cabbage, spinach, lettuce, and other green leafy vegetables are available  
(Méric et al., 2013). Recent studies carried out by Méric et al. (2013) show that  
plant-associated E. coli when compared with strains from other sources had a greater ability 
to form biofilms. Moreover, significant differences were also observed in the utilization of 
common carbon sources between strains of E. coli isolated from spinach and rocket salad in 
comparison to E. coli strains isolated from the mammalian counterpart. Recent work being 
carried out in our laboratory on Cronobacter spp. shows the biofilm-forming ability on 
different biotic and abiotic surfaces (Singh et al., 2017).
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Quorum sensing (QS) mechanism is a well-known mechanism for bacterial cell-to-cell 
communication and several documented reports suggest that QS is essential for biofilm 
formation, which is often used as a strategy by phytopathogens to colonize the plant hosts. 
A review of the documented literature shows that Hughes and Sperandio (2008) reviewed 
the presence of the mechanism as part of plants’ defense system, in which the plants secrete 
hormones that mimic bacterial QS signals and as a result causing confusion in the signaling 
pathogenic bacterium. It would be of interest to investigate that whether on similar lines  
food-borne pathogenic enteric bacteria could be prevented to form biofilms on fresh produce 
by plant hosts using a similar mechanism.

15.3.3 Molecular Capabilities of Enteric Pathogens That Allow Them to Use  
Plants as Vehicles for the Transmission

As discussed in the above sections, the survival and growth of enteric pathogenic bacteria 
relies essentially on its ability to colonize plant host. A recent review on enteric pathogen-
plant interactions, Martínez-Vaz et al. (2014) highlight the importance of genes involved in 
the cell surface structures, virulence, motility, and biofilm formation.

Previous reports highlight the presence and role of virulence genes such as intimin and stx in 
E. coli O157:H7. Kyle et al. (2010) tracked the expression of these genes on lettuce leaves. 
Molecular interaction of enteric bacteria with green leafy vegetables is mediated by a number 
of diverse genes. In E. coli, genes involved in Curli formation (csgA) and flagella biosynthesis 
(fliN) have been reported. Similarly regulator of biofilm formation through the production of 
colanic acid (ybiM) has also been reported by researchers to play an important role in biofilm 
formation (Fink et al., 2012; Hou et al., 2012). In S. enteric genes involved in stress response 
regulator and biofilm modulation (ycfR), cellulose biosynthesis (bcsA), adhesin expressed 
from pathogenicity island-3 (misL), and response regulator involved in biofilm formation 
(sirA) are few of the important documented genes involved in attachment and biofilm 
formation (Fink et al., 2012; Hou et al., 2012; Kroupitski et al., 2013; Salazar et al., 2013).

Transcriptomic analysis of enteric bacterial association with agricultural fresh produce has 
been recently carried out by researchers in an attempt to understand transcriptional responses 
triggered by the association of these organisms with plant tissues. Transcriptional responses 
of the E. coli strains K-12 and O157:H7 associated with intact lettuce leaves has been 
recently studied in detail by Fink et al. (2012). The authors reported that genes involved in 
the formation of biofilms and curli fibers were expressed at high levels. A time-dependent 
experiment studying the transcriptional responses of phyllosphere-associated K-12 and 
O157:H7 over 3 days showed that adaptation to the leaf environment was characterized by 
an overall decrease in the expression of genes mediating cellular energy and metabolism, 
especially those involved in the synthesis of ribosomal RNA and iron homeostasis. The 
findings thus supported the hypothesis that enteric pathogens survive and propagate in leafy 



472 Chapter 15

greens by inducing physiological responses that allowed them to cope with the scarcity of 
food sources encountered on vegetable surfaces. Studies on the molecular events triggered 
by the association of enteric pathogens with green leafy vegetables have improved our 
understanding of the mechanisms by which these organisms survive outside their normal host 
(Martínez-Vaz et al., 2014).

15.4 Future Research Prospects and Conclusion

In today’s scenario, where global population is on an all time high, there is an ever-increasing 
pressure on the food industry to deliver. In order to feed the growing population, it is 
essential to have ready-to-eat food available, with the prerequisite being that the quality of 
food is not compromised. Contamination of fresh vegetables with enteric pathogens has 
reached concerning proportions in recent years. The slogan of “farm to fork” can be truly 
realized if appropriate diagnostic tests are available to keep a check on the enteric pathogenic 
contaminants. As researchers make new discoveries it is essential that the implications of 
the basic and fundamental research reach the consumer. Recent technological advancements 
allow us to track the course of contamination; however, it is worthwhile to mention that these 
technological advancements are put to use before there is any disease outbreak.

Today the scientific community has advanced understanding of food-borne enteric bacterial 
contaminations in fresh produce. However, the presence of cross-domain pathogens continues 
to challenge human health. Bacterial evolution poses a challenge in managing food-borne 
diseases because of the horizontal gene transfer. Another challenge being faced by researchers 
is the viable but nonculturable state, which the enteric pathogens enter while they interact 
with the foods at different stages of the food production chain. The use of highly sensitive and 
rapid diagnostic methodologies, backed by molecular biology tools for analysis of the global 
transcriptional changes that occur in enteric food-borne pathogens while they interact with 
agricultural fresh produce is the need of the hour.

References

Ajayeoba, T.A., Atanda, O.O., Obadina, A.O., Bankole, M.O., Adelowo, O.O., 2016. The incidence and 
distribution of listeria monocytogenes in ready-to-eat vegetables in south-western Nigeria. Food Sci. Nutr.  
4 (1), 59–66.

Akinde, S.B., Sunday, A.A., Adeyemi, F.M., Fakayode, I.B., Oluwajide, O.O., Adebunmi, A.A., Oloke, J.K., 
Adebooye, C.O., 2016. Microbes in irrigation water and fresh vegetables potential pathogenic bacteria 
assessment and implications for food safety. Appl. Biosaf. https://doi.org/10.1177/1535676016652231.

Al Saif, N., Brazier, J.S., 1996. The distribution of clostridium difficile in the environment of South Wales. J. Med. 
Microbiol. 45 (2), 133–137.

Arslan, S., Eyi, A., Küçüksarı, R., 2014. Toxigenic genes, spoilage potential, and antimicrobial resistance of 
Bacillus Cereus group strains from ice cream. Anaerobe 25, 42–46.

Bakri, M.M., Brown, D.J., Butcher, J.P., Sutherland, A.D., 2009. Clostridium difficile in ready-to-eat salads, 
Scotland. Emerg. Infect. Dis. 15 (5), 817–818.

http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0010
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0010
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0010
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0015
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0015
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0015
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0020
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0020
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0025
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0025
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0030
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0030


Human Pathogenic Bacteria and Host on Food Quality and Disease  473

Banting, G.S., Braithwaite, S., Scott, C., Kim, J., Jeon, B., Ashbolt, N., Ruecker, N., Tymensen, L., Charest, J., 
Pintar, K., Checkley, S., 2016. Evaluation of various campylobacter-specific qPCR assays for detection and 
enumeration of Campylobacteraceae in irrigation water and wastewater using a miniaturized MPN-qPCR 
assay. Appl. Environ. Microbiol. https://doi.org/10.1128/AEM-00077-16.

Barak, J.D., Schroeder, B.K., 2012. Interrelationships of food safety and plant pathology: the life cycle of human 
pathogens on plants. Annu. Rev. Phytopathol. 50, 241–266.

Barak, J.D., Kramer, L.C., Hao, L.Y., 2011. Colonization of tomato plants by salmonella enterica is cultivar 
dependent, and type 1 trichomes are preferred colonization sites. Appl. Environ. Microbiol. 77 (2), 
498–504.

Bayoub, K., Baibai, T., Mountassif, D., Retmane, A., Soukri, A., 2010. Antibacterial activities of the crude 
ethanol extracts of medicinal plants against listeria monocytogenes and some other pathogenic strains. Afr. J. 
Biotechnol. 9 (27), 4251–4258.

Berry, E.D., Wells, J.E., Bono, J.L., Woodbury, B.L., Kalchayanand, N., Norman, K.N., Suslow, T.V.,  
López-Velasco, G., Millner, P.D., 2015. Effect of proximity to a cattle feedlot on Escherichia Coli O157: 
H7 contamination of leafy greens and evaluation of the potential for airborne transmission. Appl. Environ. 
Microbiol. 81 (3), 1101–1110.

Bielaszewska, M., Mellmann, A., Zhang, W., Köck, R., Fruth, A., Bauwens, A., Peters, G., Karch, H., 2011. 
Characterisation of the Escherichia Coli strain associated with an outbreak of haemolytic uraemic syndrome 
in Germany, 2011: a microbiological study. Lancet Infect. Dis. 11 (9), 671–676.

Biswas, S., Pandey, P.K., Farver, T.B., 2016. Assessing the impacts of temperature and storage on  
Escherichia Coli, salmonella, and L. monocytogenes decay in dairy manure. Bioprocess Biosyst. Eng. 39, 
901–913.

Brandl, M.T., 2006. Fitness of human enteric pathogens on plants and implications for food safety. Annu. Rev. 
Phytopathol. 44 (1), 367–392.

Buchholz, U., Bernard, H., Werber, D., Böhmer, M.M., Remschmidt, C., Wilking, H., Deleré, Y., an der Heiden, 
M., Adlhoch, C., Dreesman, J., Ehlers, J., 2011. German outbreak of Escherichia Coli O104: H4 associated 
with sprouts. N. Engl. J. Med. 365 (19), 1763–1770.

California Leafy Green Handler Marketing Board, 2012. Commodity Specific Food Safety Guidelines for the 
Production and Harvest of Lettuce and Leafy Greens. LGMA, Sacramento, CA. http://www.caleafygreens.
ca.gov/sites/default/files/01.20.12%20CALGMA%20GAPs%20-%20metrics.pdf.

Campbell, J.V., Mohle-Boetani, J., Reporter, R., Abbott, S., Farrar, J., Brandl, M., Mandrell, R., Werner, S.B., 
2001. An outbreak of salmonella serotype Thompson associated with fresh cilantro. J. Infect. Dis. 183 (6), 
984–987.

Chai, L.C., Ghazali, F.M., Bakar, F.A., Lee, H.Y., Suhaimi, L.R.A., Talib, S.A., Nakaguchi, Y., Nishibuchi, 
M., Radu, S., 2009. Occurrence of thermophilic campylobacter spp. contamination on vegetable farms in 
Malaysia. J. Microbiol. Biotechnol. 19 (11), 1415–1420.

Chen, W., Yang, J., You, C., Liu, Z., 2016. Diversity of Cronobacter spp. isolates from the vegetables in the 
middle-east coastline of China. World J. Microbiol. Biotechnol. 32 (6), 1–10.

Chon, J.W., 2016. In: Prevalence and Characterization of Bacillus cereus from Ready-to-Eat Vegetables in South 
Korea. IAFP 2016 Annual Meeting. (Iafp). August.

Cooley, M.B., Miller, W.G., Mandrell, R.E., 2003. Colonization of Arabidopsis Thaliana with salmonella enterica 
and enterohemorrhagic Escherichia coli O157: H7 and competition by Enterobacter asburiae. Appl. Environ. 
Microbiol. 69 (8), 4915–4926.

Cools, D., Merckx, R., Vlassak, K., Verhaegen, J., 2001. Survival of E. coli and enterococcus spp. derived from pig 
slurry in soils of different texture. Appl. Soil Ecol. 17 (1), 53–62.

da Costa, P.M., Loureiro, L., Matos, A.J., 2013. Transfer of multidrug-resistant bacteria between intermingled 
ecological niches: the interface between humans, animals and the environment. Int. J. Environ. Res. Public 
Health 10 (1), 278–294.

da Silva Lima, L., Olivares, F.L., De Oliveira, R.R., Vega, M.R.G., Aguiar, N.O., Canellas, L.P., 2014. Root 
exudate profiling of maize seedlings inoculated with Herbaspirillum seropedicaeand humic acids. Chem. 
Biol. Technol. Agric. 1 (1), 23.

http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0035
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0035
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0035
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0035
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0040
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0040
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0045
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0045
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0045
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0050
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0050
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0050
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0055
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0055
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0055
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0055
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0060
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0060
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0060
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0065
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0065
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0065
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0070
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0070
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0075
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0075
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0075
http://www.caleafygreens.ca.gov/sites/default/files/01.20.12%20CALGMA%20GAPs%20-%20metrics.pdf
http://www.caleafygreens.ca.gov/sites/default/files/01.20.12%20CALGMA%20GAPs%20-%20metrics.pdf
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0085
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0085
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0085
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0090
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0090
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0090
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0095
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0095
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0100
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0100
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0105
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0105
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0105
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0110
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0110
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0115
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0115
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0115
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf9000
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf9000
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf9000


474 Chapter 15

Davies, R.H., Wray, C., 1995. Observations on disinfection regimens used on salmonella enteritidis infected 
poultry units. Poult. Sci. 74 (4), 638–647.

DeAngelis, K.M., Ji, P., Firestone, M.K., Lindow, S.E., 2005. Two novel bacterial biosensors for detection of 
nitrate availability in the rhizosphere. Appl. Environ. Microbiol. 71 (12), 8537–8547.

Didelot, X., Bowden, R., Street, T., Golubchik, T., Spencer, C., McVean, G., Sangal, V., Anjum, M.F., Achtman, 
M., Falush, D., Donnelly, P., 2011. Recombination and population structure in salmonella enterica. PLoS 
Genet. 7 (7), e1002191.

Dong, Y., Iniguez, A.L., Ahmer, B.M., Triplett, E.W., 2003. Kinetics and strain specificity of rhizosphere and 
endophytic colonization by enteric bacteria on seedlings of Medicago Sativa and Medicago Truncatula. Appl. 
Environ. Microbiol. 69 (3), 1783–1790.

Dzieciol, M., Fricker, M., Wagner, M., Hein, I., Ehling-Schulz, M., 2013. A novel diagnostic real-time PCR 
assay for quantification and differentiation of emetic and non-emetic Bacillus Cereus. Food Control 32 (1), 
176–185.

Eckert, C., Burghoffer, B., Barbut, F., 2013. Contamination of ready-to-eat raw vegetables with Clostridium 
difficile in France. J. Med. Microbiol. 62 (9), 1435–1438.

Erickson, M.C., 2016. Overview: foodborne pathogens in wildlife populations. In: Food Safety Risks From 
Wildlife 2016. Springer International Publishing, New York, pp. 1–30.

Erickson, M.C., Webb, C.C., Davey, L.E., Payton, A.S., Flitcroft, I.D., Doyle, M.P., 2014. Internalization and fate 
of Escherichia coli O157: H7 in leafy green phyllosphere tissue using various spray conditions. J. Food Prot. 
77 (5), 713–721.

Esposito, N., Ovchinnikova, O.G., Barone, A., Zoina, A., Holst, O., Evidente, A., 2008. Host and non-host plant 
response to bacterial wilt in potato: role of the lipopolysaccharide isolated from Ralstonia solanacearum and 
molecular analysis of plant–pathogen interaction. Chem. Biodivers. 5 (12), 2662–2675.

European Food Safety Association, 2013. Tracing seeds in particular fenugreek (Trigonella foenum-graecum) 
seeds, in relation to the Shiga toxin-producing E. coli (STEC) O104: H4 2011 outbreaks in Germany and 
France. Technical report of EFSA. Available from: http://www.efsa.europa.eu/en/supporting/doc/176e.pdf. 
(Accessed 20 February).

Fett, W.F., 2000. Naturally occurring biofilms on alfalfa and other types of sprouts. J. Food Prot. 63 (5), 625–632.
Fink, R.C., Black, E.P., Hou, Z., Sugawara, M., Sadowsky, M.J., Diez-Gonzalez, F., 2012. Transcriptional 

responses of Escherichia coli K-12 and O157: H7 associated with lettuce leaves. Appl. Environ. Microbiol.  
78 (6), 1752–1764.

Forsythe, S.J., Dickins, B., Jolley, K.A., 2014. Cronobacter, the emergent bacterial pathogen Enterobacter 
sakazakii comes of age; MLST and whole genome sequence analysis. BMC Genomics 15 (1). 1.

Franz, E., Semenov, A.V., Termorshuizen, A.J., De Vos, O.J., Bokhorst, J.G., Van Bruggen, A.H., 2008. Manure-
amended soil characteristics affecting the survival of E. coli O157: H7 in 36 Dutch soils. Environ. Microbiol. 
10 (2), 313–327.

Fremaux, B., Prigent-Combaret, C., Vernozy-Rozand, C., 2008. Long-term survival of Shiga toxin-producing 
Escherichia coli in cattle effluents and environment: an updated review. Vet. Microbiol. 132 (1), 1–18.

Ge, B., Wang, F., Sjölund-Karlsson, M., McDermott, P.F., 2013. Antimicrobial resistance in campylobacter: 
susceptibility testing methods and resistance trends. J. Microbiol. Methods 95 (1), 57–67.

Gil, M.I., Selma, M.V., Suslow, T., Jacxsens, L., Uyttendaele, M., Allende, A., 2015. Pre-and postharvest 
preventive measures and intervention strategies to control microbial food safety hazards of fresh leafy 
vegetables. Crit. Rev. Food Sci. Nutr. 55 (4), 453–468.

Grad, Y.H., Fortune, S.M., 2016. Biodiversity and hypervirulence of listeria monocytogenes. Nat. Genet. 48 
(3), 229.

Hamm, K., Barth, S.A., Stalb, S., Liebler-Tenorio, E., Teifke, J.P., Lange, E., Tauscher, K., Kotterba, G., 
Bielaszewska, M., Karch, H., Menge, C., 2016. Experimental infection of calves with Escherichia coli 
O104:H4 outbreak strain. Sci. Rep. 6. https://doi.org/10.1038/srep32812.

Han, S., Micallef, S.A., 2016. Environmental metabolomics of the tomato plant surface provides insights on 
Salmonella enterica colonization. Appl. Environ. Microbiol. 82 (10), 3131–3142.

http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0120
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0120
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0125
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0125
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0130
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0130
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0130
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0135
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0135
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0135
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0140
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0140
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0140
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0145
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0145
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf9005
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf9005
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0150
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0150
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0150
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0155
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0155
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0155
http://www.efsa.europa.eu/en/supporting/doc/176e.pdf
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0165
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0170
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0170
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0170
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0175
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0175
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0180
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0180
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0180
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0185
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0185
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0190
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0190
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0195
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0195
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0195
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0200
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0200
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0205
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0205
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0205
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0210
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0210


Human Pathogenic Bacteria and Host on Food Quality and Disease  475

Harris, L.J., Farber, J.N., Beuchat, L.R., Parish, M.E., Suslow, T.V., Garrett, E.H., et al., 2003. Outbreaks 
associated with fresh produce: incidence, growth, and survival of pathogens in fresh and fresh‐cut produce. 
Compr. Rev. Food Sci. Food Saf. 2 (s1), 78–141.

Henao‐Herreño, L.X., López‐Tamayo, A.M., Ramos‐Bonilla, J.P., Haas, C.N., Husserl, J., 2017. Risk of illness 
with Salmonella due to consumption of raw unwashed vegetables irrigated with water from the Bogotá River. 
Risk Analysis 37 (4), 733–743.

Herold, S., Karch, H., Schmidt, H., 2004. Shiga toxin-encoding bacteriophages–genomes in motion. Int. J. Med. 
Microbiol. 294 (2), 115–121.

Hirsch, P.R., Mauchline, T.H., 2012. Who’s who in the plant root microbiome? Nat. Biotechnol. 30 (10), 961–962.
Horan, N.J., Fletcher, L., Betmal, S.M., Wilks, S.A., Keevil, C.W., 2004. Die-off of enteric bacterial pathogens 

during mesophilic anaerobic digestion. Water Res. 38 (5), 1113–1120.
Horby, P.W., O’brien, S.J., Adak, G.K., Graham, C., Hawker, J.I., Hunter, P., Lane, C., Lawson, A.J., Mitchell, 

R.T., Reacher, M.H., Threlfall, E.J., 2003. A national outbreak of multi-resistant salmonella enterica serovar 
typhimurium definitive phage type (DT) 104 associated with consumption of lettuce. Epidemiol. Infect. 130 
(02), 169–178.

Hou, Z., Fink, R.C., Black, E.P., Sugawara, M., Zhang, Z., Diez-Gonzalez, F., Sadowsky, M.J., 2012. Gene 
expression profiling of Escherichia coli in response to interactions with the lettuce rhizosphere. J. Appl. 
Microbiol. 113 (5), 1076–1086.

Hughes, D.T., Sperandio, V., 2008. Inter-kingdom signalling: communication between bacteria and their hosts. 
Nat. Rev. Microbiol. 6 (2), 111–120.

Hwang, J.Y., Park, J.H., 2015. Distribution of six exotoxin genes and production of L2-HBL and nheA proteins in 
six Bacillus cereus isolates from infant formula and produce. Food Sci. Biotechnol. 24 (1), 379–382.

İnceoğlu, Ö., van Overbeek, L.S., Salles, J.F., van Elsas, J.D., 2012. The normal operating range of bacterial 
communities in soil used for potato cropping. Appl. Environ. Microbiol. https://doi.org/10.1128/
AEM.02811-12.

Jablasone, J., Warriner, K., Griffiths, M., 2005. Interactions of Escherichia coli O157: H7, salmonella 
typhimurium and listeria monocytogenes plants cultivated in a gnotobiotic system. Int. J. Food Microbiol. 
99 (1), 7–18.

Jaeger, C.H., Lindow, S.E., Miller, W., Clark, E., Firestone, M.K., 1999. Mapping of sugar and amino acid 
availability in soil around roots with bacterial sensors of sucrose and tryptophan. Appl. Environ. Microbiol. 
65 (6), 2685–2690.

Jay, M.T., Cooley, M., Carychao, D., Wiscomb, G.W., Sweitzer, R.A., Crawford-Miksza, L., et al., 2007. 
Escherichia coli O157: H7 in feral swine near spinach fields and cattle, central California coast. Emerg. 
Infect. Dis. 13 (12), 1908–1911.

Jay-Russell, M.T., Atwill, E.R., Cooley, M., Carychao, D., Vivas, E., Chandler, S., Orthmeyer, D., Lii, X., 
Mandrell, R.E., 2010. In: Occurrence of Escherichia coli O157: H7 in wildlife in a major produce production 
region in California. Poster given at 110th General Meeting of the American Society for Microbiology.  
pp. 23–27.

Kamilova, F., Kravchenko, L.V., Shaposhnikov, A.I., Azarova, T., Makarova, N., Lugtenberg, B., 2006. Organic 
acids, sugars, and L-tryptophane in exudates of vegetables growing on stonewool and their effects on 
activities of rhizosphere bacteria. Mol. Plant-Microbe Interact. 19 (3), 250–256.

Kasalica, A., Vuković, V., Vranješ, A., Memiši, N., 2011. Listeria monocytogenes in milk and dairy products. 
Biotech. Anim. Husbandry 27 (3), 1067–1082.

Keessen, E.C., Gaastra, W., Lipman, L.J.A., 2011. Clostridium difficile infection in humans and animals, 
differences and similarities. Vet. Microbiol. 153 (3), 205–217.

Khalid, M.I., Tang, J.Y.H., Baharuddin, N.H., Rahman, N.S., Rahimi, N.F., Radu, S., 2015. Prevalence, 
antibiogram, and cdt genes of toxigenic campylobacter jejuni in salad style vegetables (Ulam) at farms and 
retail outlets in Terengganu. J. Food Prot. 78 (1), 65–71.

Ki Kim, S., Kim, K.P., Jang, S.S., Mi Shin, E., Kim, M.J., Oh, S., Ryu, S., 2009. Prevalence and toxigenic profiles 
of Bacillus cereus isolated from dried red peppers, rice, and Sunsik in Korea. J. Food Prot. 72 (3), 578–582.

http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf9010
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf9010
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf9010
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0215
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0215
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0215
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0220
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0220
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0225
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0230
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0230
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0235
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0235
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0235
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0235
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0240
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0240
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0240
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0245
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0245
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0250
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0250
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0255
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0255
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0255
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0260
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0260
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0260
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0265
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0265
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0265
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf9015
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf9015
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf9015
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0270
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0270
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0270
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0270
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0275
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0275
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0275
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0280
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0280
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0285
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0285
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0290
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0290
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0290
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0295
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0295


476 Chapter 15

Kim, J.B., Kim, J.M., Cho, S.H., Oh, H.S., Choi, N.J., Oh, D.H., 2011. Toxin genes profiles and toxin production 
ability of Bacillus cereus isolated from clinical and food samples. J. Food Sci. 76 (1), T25–T29.

Klerks, M.M., Franz, E., van Gent-Pelzer, M., Zijlstra, C., van Bruggen, A.H., 2007. Differential interaction of 
salmonella enterica serovars with lettuce cultivars and plant-microbe factors influencing the colonization 
efficiency. The ISME J 1 (7), 620–631.

Knödler, M., Berger, M., Dobrindt, U., 2016. Long-term survival of the Shiga toxin-producing Escherichia coli 
O104: H4 outbreak strain on fenugreek seeds. Food Microbiol. 59, 190–195.

Kroupitski, Y., Brandl, M.T., Pinto, R., Belausov, E., Tamir-Ariel, D., Burdman, S., Sela, S., 2013. Identification 
of salmonella enterica genes with a role in persistence on lettuce leaves during cold storage by recombinase-
based in vivo expression technology. Phytopathology 103 (4), 362–372.

Kwan, G., Pisithkul, T., Amador-Noguez, D., Barak, J., 2015. De novo amino acid biosynthesis contributes to 
salmonella enterica growth in alfalfa seedling exudates. Appl. Environ. Microbiol. 81 (3), 861–873.

Kyle, J.L., Parker, C.T., Goudeau, D., Brandl, M.T., 2010. Transcriptome analysis of Escherichia coli O157: H7 
exposed to lysates of lettuce leaves. Appl. Environ. Microbiol. 76 (5), 1375–1387.

Li, F., Zuo, S., Yu, P., Zhou, B., Wang, L., Liu, C., Wei, H., Xu, H., 2016. Distribution and expression of the 
enterotoxin genes of Bacillus cereus in food products from Jiangxi Province, China. Food Control 67, 
155–162.

Lin, E.C., 1996. Dissimilatory pathways for sugars, polyols, and carboxylates. In: Escherichia coli and Salmonella: 
Cellular and Molecular Biology. second ed.. ASM Press, Washington, DC, pp. 307–342.

Lindow, S.E., Brandl, M.T., 2003. Microbiology of the phyllosphere. Appl. Environ. Microbiol. 69 (4), 
1875–1883.

Luo, K., Kim, S.Y., Wang, J., Oh, D.H., 2016. A combined hurdle approach of slightly acidic electrolyzed water 
simultaneous with ultrasound to inactivate Bacillus cereus on potato. LWT-Food Sci. Technol. 73, 615–621.

Mahajan, R., Shirkot, C.K., 2014. PGPR: their role in plant growth and disease management. In: Gupta, S.K., Monika, 
M. (Eds.), Approaches and Trends in Plant Disease Management. Scientific Publishers, Jodhpur, pp. 85–122.

Manyi-Loh, C.E., Mamphweli, S.N., Meyer, E.L., Okoh, A.I., Makaka, G., Simon, M., 2013. Microbial anaerobic 
digestion (bio-digesters) as an approach to the decontamination of animal wastes in pollution control and the 
generation of renewable energy. Int. J. Environ. Res. Public Health 10 (9), 4390–4417.

Manyi-Loh, C.E., Mamphweli, S.N., Meyer, E.L., Okoh, A.I., Makaka, G., Simon, M., 2014. Inactivation of 
selected bacterial pathogens in dairy cattle manure by mesophilic anaerobic digestion (balloon type digester). 
Int. J. Environ. Res. Public Health 11 (7), 7184–7194.

Manyi-Loh, C.E., Mamphweli, S.N., Meyer, E.L., Makaka, G., Simon, M., Okoh, A.I., 2016. An overview of the 
control of bacterial pathogens in cattle manure. Int. J. Environ. Res. Public Health 13 (9), 843.

Martínez-Vaz, B.M., Fink, R.C., Diez-Gonzalez, F., Sadowsky, M.J., 2014. Enteric pathogen-plant interactions: 
molecular connections leading to colonization and growth and implications for food safety. Microbes 
Environ. 29 (2), 123–135.

Mellmann, A., Harmsen, D., Cummings, C.A., Zentz, E.B., Leopold, S.R., Rico, A., Prior, K., Szczepanowski, 
R., Ji, Y., Zhang, W., McLaughlin, S.F., 2011. Prospective genomic characterization of the German 
enterohemorrhagic Escherichia coli O104: H4 outbreak by rapid next generation sequencing technology. 
PLoS One 6 (7), e22751.

Méric, G., Kemsley, E.K., Falush, D., Saggers, E.J., Lucchini, S., 2013. Phylogenetic distribution of traits 
associated with plant colonization in Escherichia coli. Environ. Microbiol. 15 (2), 487–501.

Mir, S.A., Shah, M.A., Mir, M.M., Dar, B.N., Greiner, R., Roohinejad, S., 2018. Microbiological contamination 
of ready-to-eat vegetable salads in developing countries and potential solutions in the supply chain to control 
microbial pathogens. Food Control 85, 235–244.

Mohle-Boetani, J.C., Farrar, J., Bradley, P., Barak, J.D., Miller, M., Mandrell, R., Mead, P., Keene, W.E., 
Cummings, K., Abbott, S., Werner, S.B., 2009. Salmonella infections associated with mung bean sprouts: 
epidemiological and environmental investigations. Epidemiol. Infect. 137 (03), 357–366.

Mritunjay, S.K., Kumar, V., 2015. Fresh farm produce as a source of pathogens: a review. Res. J. Environ. Toxicol. 
9 (2), 59.

Nathan, R., 1997. American seeds suspected in Japanese food poisoning epidemic. Nat. Med. 3 (7), 705–706.

http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0300
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0300
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0305
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0305
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0305
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0310
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0310
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0315
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0315
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0315
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0320
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0320
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0325
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0325
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0330
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0330
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0330
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0335
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0335
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0340
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0340
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0345
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0345
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0350
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0350
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0355
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0355
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0355
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0360
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0360
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0360
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0365
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0365
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0370
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0370
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0370
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0375
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0375
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0375
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0375
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0380
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0380
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf9020
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf9020
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf9020
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0385
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0385
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0385
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0390
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0390
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0395


Human Pathogenic Bacteria and Host on Food Quality and Disease  477

Natl. Inst. Health Infect. Dis. Control Div, 1998. Enterohemorrhagic Escherichia Coli (verocytotoxin-producing E. 
Coli) infection, 1996-April 1998. Infect. Agents Surveill. Rep. 19, 122–123.

Nitzan, O., Elias, M., Chazan, B., Raz, R., Saliba, W., 2013. Clostridium difficile and inflammatory bowel disease: 
role in pathogenesis and implications in treatment. World J. Gastroenterol. 19 (43), 7577–7585.

Oni, R.A., Sharma, M., Buchanan, R.L., 2015. Survival of salmonella enterica in dried Turkey manure and 
persistence on spinach leaves. J. Food Prot. 78 (10), 1791–1799.

Oranusi, S.U., Olorunfemi, O.J., 2011. Microbiological safety evaluation of street vended ready-to-eat fruits sold 
in Ota, Ogun state, Nigeria. Int. J. Res. Biol. Sci. 1 (3), 22–26.

Orozco, R., Iturriaga, M.H., Tamplin, M.L., Fratamico, P.M., Call, J.E., Luchansky, J.B., Escartin, E.F., 2008. 
Animal and environmental impact on the presence and distribution of Salmonella and Escherichia coli in 
hydroponic tomato greenhouses. J. Food Prot. 71 (4), 676–683.

Pachepsky, Y., Shelton, D.R., McLain, J.E., Patel, J., Mandrell, R.E., 2011. 2 irrigation waters as a source of 
pathogenic microorganisms in produce: a review. Adv. Agron. 113, 73.

Park, C.E., Sanders, G.W., 1992. Occurrence of thermotolerant campylobacters in fresh vegetables sold at farmers’ 
outdoor markets and supermarkets. Can. J. Microbiol. 38 (4), 313–316.

Park, K.M., Baek, M., Kim, H.J., Kim, B.S., Koo, M., 2013. Susceptibility of foodborne pathogens isolated from 
fresh-cut products and organic vegetable to organic acids and sanitizers. J. Food Hygiene and Safety 28 (3), 
227–233.

Park, Y., Pachepsky, Y., Shelton, D., Jeong, J., Whelan, G., 2016. Survival of manure-borne and fecal coliforms in 
soil: temperature dependence as affected by site-specific factors. J. Environ. Qual. 45 (3), 949–957.

Pascoe, B., Méric, G., Murray, S., Yahara, K., Mageiros, L., Bowen, R., Jones, N.H., Jeeves, R.E., Lappin-Scott, 
H.M., Asakura, H., Sheppard, S.K., 2015. Enhanced biofilm formation and multi-host transmission evolve 
from divergent genetic backgrounds in Campylobacter jejuni. Environ. Microbiol. 17 (11), 4779–4789.

Pearson, B.M., Louwen, R., van Baarlen, P., van Vliet, A.H., 2015. Differential distribution of type II CRISPR-Cas 
systems in agricultural and nonagricultural Campylobacter coli and Campylobacter jejuni isolates correlates 
with lack of shared environments. Genome Biol. Evol. 7 (9), 2663–2679.

Quilliam, R.S., Williams, A.P., Avery, L.M., Malham, S.K., Jones, D.L., 2011. Unearthing human pathogens at the 
agricultural–environment interface: a review of current methods for the detection of Escherichia Coli O157 in 
freshwater ecosystems. Agric. Ecosyst. Environ. 140 (3), 354–360.

Rahimi, E., Afzali, Z.S., Baghbadorani, Z.T., 2015. Clostridium difficile in ready-to-eat foods in Isfahan and 
Shahrekord, Iran. Asian Pacific J. Trop. Biomed. 5 (2), 128–131.

Resende, J.A., Silva, V.L., de Oliveira, T.L.R., de Oliveira Fortunato, S., da Costa Carneiro, J., Otenio, M.H., 
Diniz, C.G., 2014. Prevalence and persistence of potentially pathogenic and antibiotic resistant bacteria 
during anaerobic digestion treatment of cattle manure. Bioresour. Technol. 153, 284–291.

Rimhanen-Finne, R., Niskanen, T., Lienemann, T., Johansson, T., Sjöman, M., Korhonen, T., Guedes, S., Kuronen, 
H., Virtanen, M.J., Mäkinen, J., Jokinen, J., 2011. A nationwide outbreak of salmonella Bovismorbificans 
associated with sprouted alfalfa seeds in Finland, 2009. Zoonoses Public Health 58 (8), 589–596.

Salaheen, S., Peng, M., Biswas, D., 2016. Ecological dynamics of campylobacter in integrated mixed crop–
livestock farms and its prevalence and survival ability in post-harvest products. Zoonoses Public Health 63 
(8), 641–650.

Salazar, J.K., Deng, K., Tortorello, M.L., Brandl, M.T., Wang, H., Zhang, W., 2013. Genes ycfR, sirA and yigG 
contribute to the surface attachment of salmonella enterica typhimurium and Saintpaul to fresh produce. 
PLoS One 8 (2), e57272.

Scarafoni, A., Ronchi, A., Prinsi, B., Espen, L., Assante, G., Venturini, G., Duranti, M., 2013. The proteome of 
exudates from germinating Lupinus albus seeds is secreted through a selective dual-step process and contains 
proteins involved in plant defence. FEBS J. 280 (6), 1443–1459.

Schiltz, S., Gaillard, I., Pawlicki-Jullian, N., Thiombiano, B., Mesnard, F., Gontier, E., 2015. A review: what is the 
spermosphere and how can it be studied? J. Appl. Microbiol. 119 (6), 1467.

Semenov, A.V., Van Overbeek, L., Van Bruggen, A.H., 2009. Percolation and survival of Escherichia coli O157: 
H7 and salmonella enterica serovar typhimurium in soil amended with contaminated dairy manure or slurry. 
Appl. Environ. Microbiol. 75 (10), 3206–3215.

http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0400
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0400
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0405
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0405
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0410
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0410
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0415
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0415
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0420
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0420
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0420
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0425
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0425
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0430
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0430
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0435
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0435
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0435
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0440
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0440
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0445
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0445
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0445
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0450
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0450
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0450
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0455
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0455
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0455
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0460
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0460
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0465
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0465
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0465
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0470
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0470
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0470
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0475
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0475
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0475
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0480
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0480
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0480
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0485
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0485
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0485
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0490
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0490
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0495
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0495
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0495


478 Chapter 15

Sheppard, S.K., Didelot, X., Jolley, K.A., Darling, A.E., Pascoe, B., Meric, G., Kelly, D.J., Cody, A., Colles, F.M., 
Strachan, N.J., Ogden, I.D., 2013. Progressive genome-wide introgression in agricultural Campylobacter coli. 
Mol. Ecol. 22 (4), 1051–1064.

Singh, J.S., Pandey, V.C., Singh, D.P., 2011. Efficient soil microorganisms: a new dimension for sustainable 
agriculture and environmental development. Agric. Ecosyst. Environ. 140 (3), 339–353.

Singh, N., Goel, G., Raghav, M., 2015a. Insights into virulence factors determining the pathogenicity of 
Cronobacter sakazakii. Virulence 6 (5), 433–440.

Singh, N., Goel, G., Raghav, M., 2015b. Prevalence and characterization of Cronobacter spp. from various foods, 
medicinal plants, and environmental samples. Curr. Microbiol. 71 (1), 31–38.

Singh, N., Patil, A., Prabhune, A., Goel, G., 2016. Inhibition of quorum-sensing-mediated biofilm formation in 
Cronobacter sakazakii strains. Microbiology 162 (9), 1708–1714.

Singh, N., Patil, A., Prabhune, A.A., Raghav, M., Goel, G., 2017. Diverse profiles of N-acylhomoserine lactones in 
biofilm forming strains of Cronobacter sakazakii. Virulence 8 (3), 275–281.

Songer, J.G., 2010. Clostridia as agents of zoonotic disease. Vet. Microbiol. 140 (3), 399–404.
Stea, E.C., Purdue, L.M., Jamieson, R.C., Yost, C.K., Hansen, L.T., 2015. Comparison of the prevalences and 

diversities of listeria species and listeria monocytogenes in an urban and a rural agricultural watershed. Appl. 
Environ. Microbiol. 81 (11), 3812–3822.

Takemura, T., Ihara, I., Kitazono, Y., Toyoda, K., Iwasaki, M., Umetsu, K., 2016. Effect of seed sludge on survival 
of antibiotic-resistant bacteria and fate of bacteria resistant to different classes of antibiotics during anaerobic 
digestion of dairy manure. J. Water and Environ. Technol. 14 (4), 282–288.

Takeno, A., Okamoto, A., Tori, K., Oshima, K., Hirakawa, H., Toh, H., Agata, N., Yamada, K., Ogasawara, N., 
Hayashi, T., Shimizu, T., 2012. Complete genome sequence of Bacillus cereus NC7401, which produces high 
levels of the emetic toxin cereulide. J. Bacteriol. 194 (17), 4767–4768.

Takkinen, J., Nakari, U., Johansson, T., Niskanen, T., Siitonen, A., Kuusi, M., 2005. A nationwide outbreak of 
multiresistant salmonella typhimurium var Copenhagen DT104B infection in Finland due to contaminated 
lettuce from Spain. Euro Surveill. 10 (6). E050630.

Tang, J.Y.H., Khalid, M.I., Aimi, S., Abu-Bakar, C.A., Radu, S., 2016. Antibiotic resistance profile and RAPD 
analysis of campylobacter jejuni isolated from vegetables farms and retail markets. Asian Pacific J. Trop. 
Biomed. 6 (1), 71–75.

Taylor, E.V., Nguyen, T.A., Machesky, K.D., Koch, E., Sotir, M.J., Bohm, S.R., Folster, J.P., Bokanyi, R., Kupper, 
A., Bidol, S.A., Emanuel, A., 2013. Multistate outbreak of Escherichia coli O145 infections associated with 
romaine lettuce consumption, 2013. J. Food Prot. 76 (6), 939–944.

Tilden Jr., J., Young, W., McNamara, A.M., Custer, C., Boesel, B., Lambert-Fair, M.A., Majkowski, J., Vugia, 
D., Werner, S.B., Hollingsworth, J., Morris Jr., J.G., 1996. A new route of transmission for Escherichia coli: 
infection from dry fermented salami. Am. J. Public Health 86 (8_Pt_1), 1142–1145.

Tomasi, N., Pinton, R., Dalla Costa, L., Cortella, G., Terzano, R., Mimmo, T., et al., 2015. New ‘solutions’ for 
floating cultivation system of ready-to-eat salad: a review. Trends Food Sci. Technol. 46 (2), 267–276.

van Elsas, J.D., Semenov, A.V., Costa, R., Trevors, J.T., 2011. Survival of Escherichia coli in the environment: 
fundamental and public health aspects. The ISME J. 5 (2), 173–183.

Vojkovska, H., Karpiskova, R., Orieskova, M., Drahovska, H., 2016. Characterization of Cronobacter spp. isolated 
from food of plant origin and environmental samples collected from farms and from supermarkets in the 
Czech Republic. Int. J. Food Microbiol. 217, 130–136.

Vorholt, J.A., 2012. Microbial life in the phyllosphere. Nat. Rev. Microbiol. 10 (12), 828–840.
Wang, H., Zhang, T., Wei, G., Wu, L., Wu, J., Xu, J., 2014. Survival of Escherichia coli O157: H7 in soils under 

different land use types. Environ. Sci. Pollut. Res. 21 (1), 518–524.
Warriner, K., Namvar, A., 2010. The tricks learnt by human enteric pathogens from phytopathogens to persist 

within the plant environment. Curr. Opin. Biotechnol. 21 (2), 131–136.
Warriner, K., Spaniolas, S., Dickinson, M., Wright, C., Waites, W.M., 2003. Internalization of bioluminescent 

Escherichia coli and Salmonella Montevideo in growing bean sprouts. J. Appl. Microbiol. 95 (4), 719–727.
Watanabe, Y., Ozasa, K., Mermin, J.H., Griffin, P.M., Masuda, K., Imashuku, S., Sawada, T., 1999. Factory 

outbreak of Escherichia coli O157: H7 infection in Japan. Emerg. Infect. Dis. 5 (3), 424.

http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0500
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0500
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0500
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0505
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0505
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0510
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0510
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0515
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0515
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf9030
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf9030
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf9050
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf9050
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0520
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0525
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0525
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0525
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0530
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0530
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0530
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0535
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0535
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0535
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0540
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0540
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0540
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0545
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0545
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0545
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0550
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0550
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0550
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0555
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0555
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0555
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf9055
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf9055
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0560
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0560
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0565
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0565
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0565
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0570
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0575
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0575
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf9060
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf9060
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0580
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0580
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0585
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0585


Weese, J.S., 2010. Clostridium Difficile in food—innocent bystander or serious threat? Clin. Microbiol. Infect. 
16 (1), 3–10.

Weinert, N., Piceno, Y., Ding, G.C., Meincke, R., Heuer, H., Berg, G., Schloter, M., Andersen, G., Smalla, K., 
2011. PhyloChip hybridization uncovered an enormous bacterial diversity in the rhizosphere of different 
potato cultivars: many common and few cultivar-dependent taxa. FEMS Microbiol. Ecol. 75 (3), 497–506.

Wood, J.D., Bezanson, G.S., Gordon, R.J., Jamieson, R., 2010. Population dynamics of Escherichia coli 
inoculated by irrigation into the phyllosphere of spinach grown under commercial production conditions. Int. 
J. Food Microbiol. 143 (3), 198–204.

Wright, K.M., Chapman, S., McGeachy, K., Humphris, S., Campbell, E., Toth, I.K., Holden, N.J., 2013. 
The endophytic lifestyle of Escherichia coli O157: H7: quantification and internal localization in roots. 
Phytopathology 103 (4), 333–340.

Wu, F.M., Doyle, M.P., Beuchat, L.R., Wells, J.G., Mintz, E.D., Swaminathan, B., 2000. Fate of Shigella sonnei on 
parsley and methods of disinfection. J. Food Prot. 63 (5), 568–572.

Yao, Z., Wei, G., Wang, H., Wu, L., Wu, J., Xu, J., 2013. Survival of Escherichia coli O157: H7 in soils from 
vegetable fields with different cultivation patterns. Appl. Environ. Microbiol. 79 (5), 1755–1756.

Yao, Z., Yang, L., Wang, H., Wu, J., Xu, J., 2015. Fate of Escherichia coli O157: H7 in agricultural soils amended 
with different organic fertilizers. J. Hazard. Mater. 296, 30–36.

Zepeda-Lopez, H., Ortega-Rodriguez, M., Quinonez-Ramirez, E.I., Vazguez-Salinas, C., 1995. In: Isolation of 
Escherichia coli O157: H7 from Vegetables. Annu. Mtg. Am. Soc. Microbiol. (abstracts).

Further Reading

Sapers, G.M., Gorny, J.R., Yousef, A.E. (Eds.), 2005. Microbiology of Fruits and Vegetables. CRC Press, Boca 

Raton, FL.

Human Pathogenic Bacteria and Host on Food Quality and Disease  479

http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0590
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0590
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0595
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0595
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0595
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf9070
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf9070
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf9070
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0600
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0600
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0600
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0605
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0605
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0610
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0610
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0615
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0615
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0620
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0620
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0630
http://refhub.elsevier.com/B978-0-12-814956-0.00015-9/rf0630

	A Review on the Implications of Interaction Between Human Pathogenic Bacteria and the Host on Food Quality and Disease
	Human Pathogenic Enteric Bacteria and Their Association With Fresh Agricultural Products
	Escherichia coli
	Salmonella enterica
	Clostridium difficile
	Bacillus cereus
	Campylobacter spp.
	Listeria monocytogenes
	Cronobacter spp.

	Entry of Human Pathogenic Bacteria into the Food Chain: Tracking the Point of Origin
	The Potential Role of Water in the Contamination of Fresh Agricultural Produce
	The Potential Role of Noncomposted or Improperly Composted Manure in the Contamination of Agricultural Fresh P ...
	Enteric Pathogen Can Enter the Food Chain During Postharvest Processing

	Interaction Between Enteric Pathogens and Plant Hosts
	Enteric Pathogens in Plant Habitats
	Plant rhizosphere as a habitat for enteric pathogens
	Phyllosphere as a habitat for enteric pathogens
	Spermosphere as a habitat for enteric pathogens

	Survival and Growth of Enteric Bacterial Pathogens on Fresh Produce
	Synergistic/antagonistic relation of enteric bacteria with the existing microbiota
	Ability of enteric bacteria to colonize internal plant tissue
	The ability of enteric bacterial pathogens to evade plant defense mechanisms
	Specialized abilities of enteric bacteria to form biofilms

	Molecular Capabilities of Enteric Pathogens That Allow Them to Use Plants as Vehicles for the Transmission

	Future Research Prospects and Conclusion
	References
	Further Reading




