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Q1. Discuss 5 important characteristics of algorithms. Explain hov‘f@' %@(:g} algorithm can be

faster than an O(n) algorithm? Justify your answer with an example. “’“"a\‘,, CO-1,2) [3]
ample. ™,

Q.2. What are similarity based approaches for gene pzedtctlgg?mlaborate Exon chaining problem
ry’é\ Hd

and write algorrthm for solving the Exon chammg prgb lem. Solve the following weighted

generated from the sequence 'AGQ@C\AQAT"? (CO-2)[3]
“j ""% %3 >

Q.4. Realize the mathemancal parameters of distances and similarities. What is the significance

of similarity in b1010g1ca1 sequ%nce analysis? (CO-1-3) [2.5]

Q.5. Write ps"é de o generate palindromes and reverse compliments together. Pen down the
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1mphcat10n of revérse compliments in molecular biology and genetic engineering. (CO-2) [2.5]
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