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Q1. How does NGS differ from traditional DNA sequencing tcchniques? (3 n{arks) [CO-1]

Q2. If the genes that code for proteins are so important, why do they c,omprlse only 2% of the
hiwmnan genome? (2 marks) [CO-1] e T

Q3. What is the Human Genome project? Write the s ‘_ent -rfeatures of the Human Genome
Project. (4 marks) [CO-1 & CO-2) S

Q4. Explain the following — (6 marks) (CO-1 & CG-2]
{2} Difterence between chain termination method and chemical degradation method.
{1} What does ANTP stand for? What are the four types of dNTPs?

{c) Difference between emulsion PCR and bridge PCR



