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1. Describe the application of identification trees for the predlc%@}'l%,%%
6)) Protein secondary structure “
(i) HIV protease cleavage site

3. Apply the average linkage and complf;t
following dataset. Compare the g/ lts

@,,};nkage (furthest neighbor) methods to the

6. Differentiate between k-medoids, CLARA and CLARANS methods. (3)



