JAYPEE UNIVERSITY OF INFORMATION TECHNOLOGY, WAKNAGHAT
T-3 EXAMINATION, May 2018 |

B.Tech (BI) VI Semester
COURSE CODE: 16B11BI112 | MAX. MARKS: 35
COURSE NAME: Datawarchousing and Mining in Bioinformatics
COURSE CREDITS: 04 | MAx,g IME 2 Hr

lllustrate with examples. (4)

(' ?} 6
3. Explain the meanlng of significant and mmor rules wut‘FL,gefﬁéct to Li's committee approach of
decision trees .How is this approach better h usmg srn%Ie decision trees. (5)

4. Expiain the role of eigen vectors ar,)%et tf% in PrTnC|paI Components analysis. Describe
the application of PCAto a biolggical,

6. How can w@d‘gg declsmrrf?fee induction for feature selection on a dataset? Show with the help
ofa h pj’ithetlcggF’deusaon tree. (3) ‘

entify whether an association rule is strong? Construct a hypothetical dataset and
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?Qur different measures {with proper calculations) used to assess the strength of the

8. Discuss the three rules that we check as a part of the Data cleaning step in preprocessing. How
are these useful?(3)

9. Explain why concept hierarchies are useful in data mining. {2)



10. Use a flowchart to summarize the following procedures for attribute subset selection: (3)
(a} stepwise forward selection
(b) stepwise backward elimination
(c) a combination of forward selection and backward elimination
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