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Note: All questions are compulsory. Marks are indicated against each question in squure brackels.

O1. What is RNAI té;lnmiogy'? Give account of silencing /microRNA? Why it is relevant in
tunctional genomics study explain with suitable of miRNA in any model organism? 4 Marks |CO il
(37, Ve penomic organization varies across the organisms? Compare the gene density of &
cerevisiage vs human genome” 4 Marks [CO (1]

133, Deseribe the normalization equation/step used in DNA microarray data. differentiate between

CO [T

pre- and post normalization data to obtain true biological data? 4 Marks

Q4. Write on methodology (amplification and scquencing) ol next generation [Humina sequencing.

and their application in functional genomics study? 4 Marks [CO 11 & LI}

L% Yhere ave different stralegies that have developea in analysis of sequenced genome with respeci
e peedicsien iseforms prediction. Describe different approaches used in gene identitication of a

<o oo proganvence and cukarvotie genome” 4 Marks [CO 1

6. heve are different important domains in the genomics have been developed. Lxplain the role of
awclegenoics from environmental prospective and/or pharmacogenomic relevant to pharmaceutical
industry. with an example? [3.5 Marksf CO TII

(37 What is biomarker? Define the condition for a ideal biomarker? How it helps to identify the
nathogen or an unhealthy condition. describe keeping COVID-19 pandemic as an example or in the

S Marks [CO TV

Lo

. 1 A f
capesr natients?

Q8. Write o tollowing: 8 Marks- each carry 2 marks [CO 1L H &111]
A bxpressed sequence tags

b U Value or Absolute and relative quantilication

¢ Oheceony

dURverse genelics



